MerP-TIGRFAMSs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (PFDNPPBH_00005)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (PFDNPPBH_00020)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (PFDNPPBH_00019)
PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NFO10310.2) (PFDNPPBH_00009)
PRK13752.1-PRK PRK|PRK13752.1: Hg(l I)Tresponsive transcriptional regulator (NFO10315.0) (PFDNPPBH_00003)
trim_DfrA1_like-NCBIFAM trimethoprim- re5|stantd|hydrofolate reductase DfrA (NFO00330.1) (PFDNPPBH_00021)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sull NF000294.1) (PFDNPPBH_00018)
coreg_| MerD NCBIFAM mercury reS|stance co-regulator MerD (NF033783.1) (PFDNPPBH_00008)
transport merC-NCBIFAM organomercurlal transporter MerC (NFO33784.1) (PFDNPPBH_00006)
MerA-TIGRFAMSs TIGRFAMs: mercury( Ii reductase (TIGR02053.1) (PFDNPPBH_00007)

putative signaliﬁg ﬁrotein (PFDNPPBH_00010) Na(+)-translocating NADH-quinone reductase subunit C (PFDNPPBH_00024)
1S3 family transposase 1S1353 (PFDNPPBH_00013) ‘ 34 kDa membrane antigen (PFDNPPBH_00026)
Mercuric transport protein MerT (PFDNPPBH_00004) TnsC_0_V-K (PFDNPPBH_00012) DrmD_00013 DrmD (PFDNPPBH_OOOiS)‘ IS§ family transposase 1526 (PFDNPPBH_OOO23)
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IMGPR _plasmid_2687453623 000001: 283-22,967 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NFO033127.1) (IGMPFJBM_00088)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (IGMPFJBM_00090)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sull (NFOOO294 1) (IGMPFJBM_00091)
FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NF000219.1) (IGMPFJBM_00089)
1S1 family transposase IS1R (IGMPFJBM_00095)
Antitoxin Peml (IGMPFJBM_00098)

MazEF_MazF (IGMPFJBM_00097)

Tn3 family transposase Tn2 (IGMPFJBW_OOlOO)‘ 94 ANT_2pp_la-NCBIFAM aminoglycoside nucleotidyltransferase ANT(2")-1a (NFO00064.3) (IGMPFJBM_00087)
99 | | 96 |93 92 || \ | Tyrosine recombinase XerC (IGMPFJBM_00086)
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IMGPR _plasmid_2877968690_000004: 70,354-89,458 (-)

ANT _3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (EGDFPIOK_00011)
SMR_gac_E-NCBIFAM quaternary ammonium compouna efflux SMR transporter QacE (NFO00276.2) (EGDFPIOK_00010)
Sul1-NCBIFAM sulfonamide-resistant dihydrop'groate s‘ynthase Sul1 (NF000294.1) (EGDFPIOK_00009)
putative chromate transport protein (EGDFEIOK,‘OOOOé)
15110 family transposase 1S5075 (EGDFPIOK_00007)|
Transcriptional regulator (EGDFPIOK_00005) ~ Tyrosine recombinase XerC (EGDFPIOK_00012)
T | |l s | [ | 13

A )
IMGPR _plasmid 2574179839 000001: 3,791-18,897 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (LJLBDJEH_00008)
SMR_gac_E-NCBIFAM quaternary ammonium compouna efflux SMR transporter QacE (NF000276.2) (LJLBDJEH_00007)
trim_DfrA1_like-NCBIFAM trlmethoprlm resistant dlhydrofolate reductase DfrA (NFO00330.1) (LJLBDJEH_00009)
Sul1-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sul1 (NFO00294.1) (LJLBDJEH_00006)
putative chromate transport protein (LJ LBDJEH_00003)
15110 family transposase 155075 (LJLBDJEH_00004)
Transcriptional régulator (LJLEDJEH_OOOOQ) Tyrosine recombinase XerC (LJLBDJEH_00010)
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IMGPR _plasmid_2571042668 _000001:571-15,677 (+)
ANT_3pp_AadA3-NCBIFAM ANT(3")-l1a family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (BCNKFAPE_00005)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (BCNKFAPE_00004)
trim_DfrA1_like- NCBIFAM trlmethoprlm resistant dihydrofolate reductase DfrA (NFO00330.1) (BCNKFAPE_00006)
Sul1-NCBIFAM sulfonamlde resistant dihydropteroate synthase Sul1 (NFO00294.1) (BCNKFAPE_00003)
Tyrosme recombinase XerC (BCNKFAPE_00007)

DrmD_00013 DrmD (BCNKFAPE_00001)
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IMGPR_plasmid_2579778601_000001: 26-12,207 (+)

A )

ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (LINMCEGL_00095)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (LINMCEGL_00096)
trim_DfrA1_like-NCBIFAM trimethoprim?(;sistanf dihydrofolate reductase DfrA (NFO00330.1) (LINMCEGL_00094)
macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (LINMCEGL_00103) ‘ L
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (LINMCEGL_00097)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bee-type (NF000320.3) (LINMCEGL_00105) ‘

putative chromate transport protein (LINMCEGL_00098)
1S6 family transposase 1S6100 (LINMCEGL_00100)
Chloramphenicol acetyltransferase Multidrug efflux pump Tap (LINMCEGL_00102)
II'n3familytransposaseTnZ(LINMC GL_00107) ‘ Transcriptional‘regulator(LIN CEGL_00099) yrosine recombinase XerC (LINMCEGL_00093)
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IMGPR _plasmid_2681812967_000001:79,132-101,467 (-)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (PFABMPHD_00080)
trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (PFABMPHD_00079)
macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (PFABMPHD_00088)
Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NFO00294.1) (PFABMPHD_00081)
pdtative chromate transport protein (PFABMPHD_00083)
‘ 1S6 family transposase 1S6100 (PFABMPHD_00085)
Transcriptional regulator PFAEM PHD_00084)
Tyrosine recombinase XerC (PFABMPHD_00078) Multldrug efflux pump Tap (PFABMPHD_00087)
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IMGPR_plasmid_2505313023_000001: 59,548-81,883 (+)

1S6 family transposase 1S6100 (JFPBGOFI_00001)
Multidrug efflux pump Tap (JFPBGOFI_00003)
\ 2 macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (JFPBGOFI_00004)

A )
IMGPR_plasmid_2687453364_000001: 217-10,349 (+)
89 93 94

IMGPR _plasmid_2687453412_000002: 76,554-84,990 (+)
[ 9000 nt i
defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




