
IMGPR_plasmid_2687453364_000001: 28,076-39,238 (+)

33
34

35 3637 3839
Gabija__GajB_3 (JFPBGOFI_00040)

GajA_00042 AAA (JFPBGOFI_00041)
tRNA(fMet)-specific endonuclease VapC (JFPBGOFI_00042)

43
44

Tmn_00001 (JFPBGOFI_00045)

IMGPR_plasmid_2681812967_000001: 115,926-127,089 (+)

130

IMGPR_plasmid_2505313023_000001: 99,610-111,234 (+)

121 125

IMGPR_plasmid_648934914_000001: 4,362-15,524 (+)

13

IMGPR_plasmid_2579778601_000001: 29,553-36,922 (+)

38 IS1 family transposase IS1A (BCNKFAPE_00043)

IMGPR_plasmid_2687453623_000001: 41,183-68,152 (+)

Tyrosine recombinase XerC (PFDNPPBH_00055)
RepFIB replication protein A (PFDNPPBH_00056)

57
Protein UmuC (PFDNPPBH_00058)

EfaA (VF0354) (PFDNPPBH_00060)

Iron/manganese transport (VF1116) (PFDNPPBH_00061)
Iron/manganese transport (VF1116) (PFDNPPBH_00062)

Iron/manganese transport (VF1116) (PFDNPPBH_00063)

Enolase (PFDNPPBH_00064)
65

Putative fluoride ion transporter CrcB (PFDNPPBH_00066)

67

Aerobactin (VF0123) (PFDNPPBH_00068)

N(6)-hydroxylysine O-acetyltransferase (PFDNPPBH_00069)
AAC_6p_set_A-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NF012165.0) (PFDNPPBH_00070)

Aerobactin (VF0229) (PFDNPPBH_00071)

Aerobactin (VF0229) (PFDNPPBH_00072)

Aerobactin (VF0565) (PFDNPPBH_00073) 75

IMGPR_plasmid_2877968690_000004: 24,335-52,178 (-)

31
Aerobactin (VF0565) (IGMPFJBM_00033)

Aerobactin (VF0229) (IGMPFJBM_00034)

Aerobactin (VF0229) (IGMPFJBM_00035)

N(6)-hydroxylysine O-acetyltransferase (IGMPFJBM_00036)

Aerobactin (VF0123) (IGMPFJBM_00037)

38

Putative fluoride ion transporter CrcB (IGMPFJBM_00039)

40
Enolase (IGMPFJBM_00041)

Iron/manganese transport (VF1116) (IGMPFJBM_00042)
Iron/manganese transport (VF1116) (IGMPFJBM_00043)

Iron/manganese transport (VF1116) (IGMPFJBM_00044)

EfaA (VF0354) (IGMPFJBM_00045)

46
Protein UmuC (IGMPFJBM_00047)

48

RepFIB replication protein A (IGMPFJBM_00049)

50

Tyrosine recombinase XerC (IGMPFJBM_00051)

10000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


