
IMGPR_plasmid_3300029719_000031: 340-4,371 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (ODLFKLGD_00001)
Transposase from transposon Tn916 (ODLFKLGD_00002)

3 4 5 6

IMGPR_plasmid_3300029793_000279: 225-5,072 (+)

1 tRNA-Arg(acg)

IMGPR_plasmid_3300029609_000044: 1,199-6,156 (+)

1

IMGPR_plasmid_3300029778_000110: 32-5,263 (+)

1

IMGPR_plasmid_3300029698_000012: 12,965-17,577 (-)

19

IMGPR_plasmid_3300029103_000025: 11,828-16,100 (-)

PDC-S07_WP_110056698.1 (OOIBPFNC_00019)

IMGPR_plasmid_3300029427_000029: 160-4,724 (+)

1

IMGPR_plasmid_3300029181_000025: 25-4,619 (+)

SenX3 (VF0857) (LNIBMBBG_00001)

IMGPR_plasmid_3300029710_000025: 12,041-16,360 (-)

20

IMGPR_plasmid_3300029704_000078: 18,641-22,638 (-)

24

IMGPR_plasmid_3300029342_000068: 2-4,789 (+)

Isocitrate dehydrogenase [NADP] (NGEONMKP_00001)

IMGPR_plasmid_3300029582_000035: 10,680-16,457 (-)

2021

IMGPR_plasmid_2806310872_000004: 16,958-21,497 (-)

2324

IMGPR_plasmid_3300008360_000055: 22,589-28,254 (-)

27
Phosphomannomutase/phosphoglucomutase (MIJPLBIK_00028)

IMGPR_plasmid_3300006257_000019: 157-4,665 (+)

1 2

IMGPR_plasmid_3300029434_000166: 22,614-27,384 (-)

2728

IMGPR_plasmid_3300014771_000015: 11,385-18,868 (-)

HTH-type transcriptional activator RhaR (LFHHMDHO_00019)
putative multiple-sugar transport system permease YteP (LFHHMDHO_00020)
Diacetylchitobiose uptake system permease protein NgcG (LFHHMDHO_00021)

IMGPR_plasmid_3300014958_000037: 9,819-16,232 (-)

1920
ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NF000514.1) (LCOOENIC_00021)

IMGPR_plasmid_3300008272_000060: 15,183-21,378 (-)

20
Penicillinase repressor (JDHIPPGL_00021)

22

IMGPR_plasmid_3300029058_000076: 10,808-19,362 (-)

18192021

IMGPR_plasmid_3300007805_000071: 120-10,621 (+)

1
Alpha-galactosidase AgaA (OFHBBEEJ_00002)
Diacetylchitobiose uptake system permease protein NgcG (OFHBBEEJ_00003)

Lactose transport system permease protein LacF (OFHBBEEJ_00004)

IMGPR_plasmid_3300029134_000045: 11-6,066 (+)

1 2 3 mRNA interferase toxin YafQ (BMNJBGEO_00004)

IMGPR_plasmid_3300029351_000018: 855-7,238 (+)

1

cd06127 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (CMNBEOOB_00002)

3
MazEF__MazF (CMNBEOOB_00004)

5

IMGPR_plasmid_3300029045_000054: 12,855-23,274 (-)

192021BREX__pglZA (CNJKOLNM_00022)
BrxL_00004 BrxL (CNJKOLNM_00023)

IMGPR_plasmid_3300029361_000150: 1,040-11,314 (+)

Spermidine/putrescine import ATP-binding protein PotA (AGJLLKAE_00001)

2 3
Acetylornithine aminotransferase (AGJLLKAE_00004)

Acetylglutamate kinase (AGJLLKAE_00005)

IMGPR_plasmid_3300029857_000029: 46-4,361 (+)

Transposase from transposon Tn916 (FEEICMPA_00001)
Sensor histidine kinase GraS (FEEICMPA_00006)

IMGPR_plasmid_3300029589_000040: 11,964-16,057 (-)

Transposase from transposon Tn916 (HICALCIF_00019)

IMGPR_plasmid_3300023488_000038: 10,755-20,269 (-)

Transposase from transposon Tn916 (NCFMDIEI_00018)192021222324

IMGPR_plasmid_3300008301_000023: 13,245-32,462 (-)

19
L-arabinose transport system permease protein AraQ (BOOFCGMF_00020)

putative multiple-sugar transport system permease YteP (BOOFCGMF_00021)

22

Protein-glutamate methylesterase/protein-glutamine glutaminase (BOOFCGMF_00023)

24Beta-xylosidase (BOOFCGMF_00025)
HTH-type transcriptional activator RhaR (BOOFCGMF_00026)

Non-reducing end alpha-L-arabinofuranosidase BoGH43A (BOOFCGMF_00027)

28

7000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


