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IMGPR _plasmid_2936544267_000007:61,360-77,080 (+)
arsB_Sta_pl258-NCBIFAM arsenite efflux transporter membrane subunit ArsB (NFO33877.0) (AIEGGHBC_00063)
Endospore coat-associated protein YheD (AIEGGHBC_00066)
Jallet_1A_hits_grouped (AIEGGHBC_00067)

58 59 60 61 62 64 65 | 68 69

aa—_/—/ 1 hada—aGdadaae aHh—aE oHO-¢—d
I I
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Cell wall hydrolase CwlJ (GOPPEJMJ_00008)

Endospore coat-associated protein YheD (GOPPEJMJ_00026) putative protein YxeE (GOPPEJMJ Ru)
Tyrosme recombinase XerC (GOPPEJMJ_00035) Jallet_1A_hits_grouped (GOPPEJMJ_00025) 16
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IMGPR _plasmid_2936596632_000010: 1,687-30,181 ()
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IMGPR_plasmid_2923628015_000004: 17,827-30,238 (-)
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IMGPR _plasmid_2936588853_000007: 49-9,573 (-)
4 3 2 1

IMGPR plasmid_3300012857_000015: 494-10,120 (-)
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IMGPR plasmid_2936520708_000008: 40-9,902 (-)
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IMGPR_plasmid_2936622232_000013: 34-9,730 (-)
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IMGPR plasmid_3300012849 000040: 71-12,030 (-)
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IMGPR plasmid_2919730853 000009: 31,078-41,859 (-)
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IMGPR_plasmid_2936576222_000005: 61,546-72,313 (+)
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IMGPR_plasmid_2864816158_000007:30,215-37,373 (-)
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