putative transcriptional repressor TraM (OEOECKBA_00006)
Control_protein_00002 contrmOEOECKBA,OOOOS)
Quorum-sensing (VF0433) (OEOECKBA_00007)
1 2 3 4 \ \ 8 9 10 11 12 13 14 TypeV secretion system protein virB4 (OEOECKBA_00015)

KX

- I
IMGPR _plasmid_2855855388 _000003: 45-12,736 (+)
putative transcriptional repressor TraM (OIBJDMDO_00006)
Control_protein_00002 control (OIBJDMDO_00005)
Quorum-sensing (VF0433) (OIBJDMDO_00007)
12 3 4 | 8 9

- I
IMGPR _plasmid_2513237160_000003:42-12,211 (+)
putative transcriptional repressor TraM (OMIKEGPK_00006)
Control_protein_00002 control (OMIKEGPK_00005)
Quorum-sensing (VF0433) (OMIKEGPK_00007)
12 3 4 | 8 9

KX

- N
IMGPR_plasmid_2802428860_000005: 74-12,058 (+)
putative transcriptional repressor TraM (JLPAFECA_00006)
Control_protein_00002 contH(JLPAFECA,OOOOS)
Quorum-sensing (VF0433) (JLPAFECA_00007)
12 3 4 | 8 9 12 13 17

DO OE-¢He ECEC C EEETTTTTTd

- I
IMGPR _plasmid_2855818383_000006:41-13,304 (+)
putative transcriptional repressor TraM (EIKJOENH_00006)
Control_protein_00002 control (EIKJOENH_00005)
Quorum-sensing {VF0433) (EIKJOENH_00007) Type IV secretion system protein virB4 (EIKJOENH_00014)
12 3 4 | 8 9 15

OGO I K d

- N
IMGPR _plasmid_2802428859_000002: 34-12,503 (+)
putative transcriptional repressor TraM (KLHGPKNF_00092)
Control_protein_00002 control (KLHGPKNF_00093)
97 Quorum-sensing (VF0433) (KLHGPKNF_00091)
T 96 95 94 90 89 85 Type IV secretion system protein virB4 (KLHGPKNF_00083)

- I
IMGPR_plasmid_2858814198_000007: 81,689-94,244 (-)
putative transcriptional repressor TraM (NMAINFLF_00076)
Control_pr&?tgin_OOOOZ control (NMAINFLF_00077)
Quorum-sensing (VFO433) (NMAINFLF_00075)

78 | | T 7473

KK

- —
IMGPR_plasmid_2921250672_000007:72,973-81,836 (-)

putative transcriptional repressor TraM (KNNCAHBD_00094)
Control_protein_00002 control (KNNCAHBD_00095)

Retron_VI_HTH (KNNCAHBD_00109) ATP-dependent RecD-like DNA helicase (KNNCAHBD_00100)
105 103 Quorum-sensing (VF0433) (KNNCAHBD_00093)
108 107 106 | 104 T 102 101 9998 97 9% | | 92 91

¢—D—((3a— O BE-4-DC  EECIEX

-
IMGPR _plasmid_2839265932 000005:81,741-104,870 (-)
93 92 91

IMGPR_plasmid_2916061851_000008: 87,747-95,926 (-)
90 89

IMGPR_plasmid_2802428862_000008: 85,654-92,506 (-)
1

IMGPR_plasmid_3300033430_000011:199-7,213 (+)
} 9000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)

88




