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IMGPR_plasmid_2855818383_000006: 76,710-99,339 (+)
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IMGPR_plasmid_2916061851_000008: 345-22,460 (-)

Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (OMIKEGPK_00087)
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Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (KNNCAHBD_00012)
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Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (KLHGPKNF_00012)
HTH-type transcriptional activator RhaR (KLHGPKNF_00011)
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IMGPR_plasmid_2921250672_000007: 70-7,679 (-)
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IMGPR_plasmid_3300027666_000037: 70,781-85,089 (+)




