
IMGPR_plasmid_2609459711_000024: 262,501-305,345 (+)

Acetate kinase (MKEPOAAN_00235)

Enoyl-[acyl-carrier-protein] reductase [NADH] FabI (MKEPOAAN_00236)

Succinate-semialdehyde dehydrogenase [NADP(+)] GabD (MKEPOAAN_00237)

4-aminobutyrate aminotransferase PuuE (MKEPOAAN_00238)

239

Fructose-bisphosphate aldolase class 2 (MKEPOAAN_00240)

Oligopeptide-binding protein oppA (VF0786) (MKEPOAAN_00241)

Oligopeptide transport system permease protein OppB (MKEPOAAN_00242)

243

putative ABC transporter ATP-binding protein YejF (MKEPOAAN_00244)

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (MKEPOAAN_00245)

C4-dicarboxylate transport sensor protein DctB (MKEPOAAN_00246)
Putative ring-cleaving dioxygenase MhqO (MKEPOAAN_00247)

Putative hydrolase MhqD (MKEPOAAN_00248)

putative multidrug ABC transporter permease YbhR (MKEPOAAN_00249)
putative multidrug ABC transporter permease YbhS (MKEPOAAN_00250)

putative multidrug ABC transporter ATP-binding protein YbhF (MKEPOAAN_00251)

252

HTH-type transcriptional dual regulator CecR (MKEPOAAN_00253)

254
255

Adaptive-response sensory-kinase SasA (MKEPOAAN_00256)

PhoPQ (VF0111) (MKEPOAAN_00257)

poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (MKEPOAAN_00258)

259

Serine/threonine-protein phosphatase 1 (MKEPOAAN_00260)

Hexitol phosphatase A (MKEPOAAN_00261)

Periplasmic dipeptide transport protein (MKEPOAAN_00262)

HTH-type transcriptional repressor RspR (MKEPOAAN_00263)

Putative amino-acid ABC transporter-binding protein YhdW (MKEPOAAN_00264)

265

Inner membrane amino-acid ABC transporter permease protein YhdY (MKEPOAAN_00266)

Atrazine chlorohydrolase (MKEPOAAN_00267)
268

IS5 family transposase IS4811 (MKEPOAAN_00269)

Michele_2A_hits_grouped (MKEPOAAN_00270)

271

IMGPR_plasmid_2728369609_000021: 34,518-77,367 (-)

Michele_2A_hits_grouped (ALJMBDEJ_00037)
IS5 family transposase IS4811 (ALJMBDEJ_00038)

39
Atrazine chlorohydrolase (ALJMBDEJ_00040)

Inner membrane amino-acid ABC transporter permease protein YhdY (ALJMBDEJ_00041)

42

Putative amino-acid ABC transporter-binding protein YhdW (ALJMBDEJ_00043)

HTH-type transcriptional repressor RspR (ALJMBDEJ_00044)

Heme-binding protein A (ALJMBDEJ_00045)
Hexitol phosphatase A (ALJMBDEJ_00046)

Serine/threonine-protein phosphatase 1 (ALJMBDEJ_00047)

48

poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (ALJMBDEJ_00049)

PhoPQ (VF0111) (ALJMBDEJ_00050)

Adaptive-response sensory-kinase SasA (ALJMBDEJ_00051)

5253

HTH-type transcriptional dual regulator CecR (ALJMBDEJ_00054)

55

putative multidrug ABC transporter ATP-binding protein YbhF (ALJMBDEJ_00056)

putative multidrug ABC transporter permease YbhS (ALJMBDEJ_00057)

putative multidrug ABC transporter permease YbhR (ALJMBDEJ_00058)

Putative hydrolase MhqD (ALJMBDEJ_00059)

Putative ring-cleaving dioxygenase MhqO (ALJMBDEJ_00060)

C4-dicarboxylate transport sensor protein DctB (ALJMBDEJ_00061)
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (ALJMBDEJ_00062)

putative ABC transporter ATP-binding protein YejF (ALJMBDEJ_00063)

Oligopeptide transport ATP-binding protein OppD (ALJMBDEJ_00064)

65

Oligopeptide transport system permease protein OppB (ALJMBDEJ_00066)

Oligopeptide-binding protein oppA (VF0786) (ALJMBDEJ_00067)
Fructose-bisphosphate aldolase class 2 (ALJMBDEJ_00068)

Phosphate acetyltransferase

IMGPR_plasmid_2896377244_000019: 257,316-300,790 (+)

Fructose-bisphosphate aldolase class 2 (JPAEFFJI_00236)
Oligopeptide-binding protein oppA (VF0786) (JPAEFFJI_00237)

Oligopeptide transport system permease protein OppB (JPAEFFJI_00238)

239

putative ABC transporter ATP-binding protein YejF (JPAEFFJI_00240)

241

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (JPAEFFJI_00242)

C4-dicarboxylate transport sensor protein DctB (JPAEFFJI_00243)
Putative ring-cleaving dioxygenase MhqO (JPAEFFJI_00244)

Putative hydrolase MhqD (JPAEFFJI_00245)

putative multidrug ABC transporter permease YbhR (JPAEFFJI_00246)
putative multidrug ABC transporter permease YbhS (JPAEFFJI_00247)

putative multidrug ABC transporter ATP-binding protein YbhF (JPAEFFJI_00248)

249

HTH-type transcriptional dual regulator CecR (JPAEFFJI_00250)

251 252
PhoPQ (VF0111) (JPAEFFJI_00253)

poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (JPAEFFJI_00254)

255

Serine/threonine-protein phosphatase 1 (JPAEFFJI_00256)

Phosphoglycolate phosphatase (JPAEFFJI_00257)
Periplasmic dipeptide transport protein (JPAEFFJI_00258)

HTH-type transcriptional repressor RspR (JPAEFFJI_00259)
Putative amino-acid ABC transporter-binding protein YhdW (JPAEFFJI_00260)

261

Inner membrane amino-acid ABC transporter permease protein YhdY (JPAEFFJI_00262)

Atrazine chlorohydrolase (JPAEFFJI_00263)
264

IS5 family transposase IS4811 (JPAEFFJI_00265)
Michele_2A_hits_grouped (JPAEFFJI_00266)

IMGPR_plasmid_2896370600_000005: 256,314-299,135 (+)

Fructose-bisphosphate aldolase class 2 (MBCAJNKI_00236)
Oligopeptide-binding protein oppA (VF0786) (MBCAJNKI_00237)

Oligopeptide transport system permease protein OppB (MBCAJNKI_00238)

239

putative ABC transporter ATP-binding protein YejF (MBCAJNKI_00240)

241

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (MBCAJNKI_00242)

C4-dicarboxylate transport sensor protein DctB (MBCAJNKI_00243)
Putative ring-cleaving dioxygenase MhqO (MBCAJNKI_00244)

Putative hydrolase MhqD (MBCAJNKI_00245)

putative multidrug ABC transporter permease YbhR (MBCAJNKI_00246)
putative multidrug ABC transporter permease YbhS (MBCAJNKI_00247)

putative multidrug ABC transporter ATP-binding protein YbhF (MBCAJNKI_00248)

249

HTH-type transcriptional dual regulator CecR (MBCAJNKI_00250)

251 252

PhoPQ (VF0111) (MBCAJNKI_00253)

poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (MBCAJNKI_00254)

255
256

Serine/threonine-protein phosphatase 1 (MBCAJNKI_00257)

Hexitol phosphatase A (MBCAJNKI_00258)
Heme-binding protein A (MBCAJNKI_00259)

HTH-type transcriptional repressor RspR (MBCAJNKI_00260)

Putative amino-acid ABC transporter-binding protein YhdW (MBCAJNKI_00261)

262

Inner membrane amino-acid ABC transporter permease protein YhdY (MBCAJNKI_00263)

Atrazine chlorohydrolase (MBCAJNKI_00264)

IS5 family transposase IS4811 (MBCAJNKI_00265)

Michele_2A_hits_grouped (MBCAJNKI_00266)

IMGPR_plasmid_3300034630_000017: 253,092-295,208 (+)

Fructose-bisphosphate aldolase class 2 (HAKGFIEC_00228)
Oligopeptide-binding protein oppA (VF0786) (HAKGFIEC_00229)

Oligopeptide transport system permease protein OppB (HAKGFIEC_00230)

231

putative ABC transporter ATP-binding protein YejF (HAKGFIEC_00232)

233

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (HAKGFIEC_00234)

C4-dicarboxylate transport sensor protein DctB (HAKGFIEC_00235)
Putative ring-cleaving dioxygenase MhqO (HAKGFIEC_00236)

Putative hydrolase MhqD (HAKGFIEC_00237)

putative multidrug ABC transporter permease YbhR (HAKGFIEC_00238)
putative multidrug ABC transporter permease YbhS (HAKGFIEC_00239)

putative multidrug ABC transporter ATP-binding protein YbhF (HAKGFIEC_00240)

241

HTH-type transcriptional dual regulator CecR (HAKGFIEC_00242)

243 244
PhoPQ (VF0111) (HAKGFIEC_00245)

poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (HAKGFIEC_00246)

Serine/threonine-protein phosphatase 1 (HAKGFIEC_00247)

Hexitol phosphatase A (HAKGFIEC_00248)

HTH-type transcriptional regulator SgrR (HAKGFIEC_00249)

Putative amino-acid ABC transporter-binding protein YhdW (HAKGFIEC_00250)

251

Inner membrane amino-acid ABC transporter permease protein YhdY (HAKGFIEC_00252)

Melamine deaminase (HAKGFIEC_00253)
254

IS5 family transposase IS4811 (HAKGFIEC_00255)
Michele_2A_hits_grouped (HAKGFIEC_00256)

IMGPR_plasmid_2681812997_000025: 255,407-298,249 (+)

Fructose-bisphosphate aldolase (LDLPBNAL_00237)

D-tagatose-1,6-bisphosphate aldolase subunit GatY (LDLPBNAL_00238)

Oligopeptide-binding protein oppA (VF0786) (LDLPBNAL_00239)

Oligopeptide transport system permease protein OppB (LDLPBNAL_00240)

241

putative ABC transporter ATP-binding protein YejF (LDLPBNAL_00242)

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (LDLPBNAL_00243)
C4-dicarboxylate transport sensor protein DctB (LDLPBNAL_00244)

Putative ring-cleaving dioxygenase MhqO (LDLPBNAL_00245)

Putative hydrolase MhqD (LDLPBNAL_00246)

putative multidrug ABC transporter permease YbhR (LDLPBNAL_00247)

putative multidrug ABC transporter permease YbhS (LDLPBNAL_00248)

putative multidrug ABC transporter ATP-binding protein YbhF (LDLPBNAL_00249)

250

HTH-type transcriptional dual regulator CecR (LDLPBNAL_00251)

252

Adaptive-response sensory-kinase SasA (LDLPBNAL_00253)

PhoPQ (VF0111) (LDLPBNAL_00254)

poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (LDLPBNAL_00255)

256

Serine/threonine-protein phosphatase 1 (LDLPBNAL_00257)

Hexitol phosphatase A (LDLPBNAL_00258)
Heme-binding protein A (LDLPBNAL_00259)

HTH-type transcriptional repressor RspR (LDLPBNAL_00260)

Putative amino-acid ABC transporter-binding protein YhdW (LDLPBNAL_00261)

262

Inner membrane amino-acid ABC transporter permease protein YhdY (LDLPBNAL_00263)

5'-deoxyadenosine deaminase (LDLPBNAL_00264)

IS5 family transposase IS4811 (LDLPBNAL_00265)
Michele_2A_hits_grouped (LDLPBNAL_00266)

IMGPR_plasmid_2931996857_000006: 260,140-272,058 (+)

Chaperone protein HtpG (OEMCOGCF_00234)
235

Phosphate acetyltransferase (OEMCOGCF_00236)

239

IMGPR_plasmid_3300034630_000012: 1,414-13,333 (-)
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