
IMGPR_plasmid_2751185816_000005: 66,305-80,217 (+)

Glyoxylate carboligase (AHCNJGPM_00058)

Transcriptional repressor IclR (AHCNJGPM_00059)
Guanine deaminase (AHCNJGPM_00060)

61

HTH-type transcriptional regulator DmlR (AHCNJGPM_00062)

63

HTH-type transcriptional regulator DmlR (AHCNJGPM_00064)

Glutathione-regulated potassium-efflux system ancillary protein KefG (AHCNJGPM_00065)

66
4-hydroxybenzoyl-CoA reductase subunit alpha (AHCNJGPM_00067)

68

IMGPR_plasmid_2751185819_000005: 150,935-164,847 (-)

141

IMGPR_plasmid_2896370600_000005: 142,247-156,230 (-)

134

IMGPR_plasmid_2931996857_000006: 142,520-156,636 (-)

134

IMGPR_plasmid_3300034630_000012: 110,705-124,730 (+)

104

IMGPR_plasmid_3300013249_000003: 138,160-154,253 (-)

127
Glycine oxidase (CNMNIBJO_00128)

Periplasmic dipeptide transport protein (CNMNIBJO_00129)

Octopine catabolism/uptake operon regulatory protein OccR (CNMNIBJO_00130)

131
Hydrogen cyanide production (VF0920) (CNMNIBJO_00132)

Hydrogen cyanide synthase subunit HcnA (CNMNIBJO_00133)

Hydrogen cyanide synthase subunit HcnC (CNMNIBJO_00134)
Octopine-binding periplasmic protein (CNMNIBJO_00135)

FbpABC (VF0272) (CNMNIBJO_00136)

Octopine transport system permease protein OccM

6000 nt

virulence (VFDB)


