putative ABC transporter phosphonate/phosphite binding protein PhnD2 (MBCAJNKI_00219)
FAD-dependent catabolic D-arginine dehydrogenase DauA (MBCAJNKI_00224)
mads_8 (MBCAJNKI_00220) FadE28 (VF0844) (MBCAJNKI_00226)
216 217 218 \ 221 222 223 225 Acetyl-CoA:oxalate CoA-transferase (MBCAJNKI_00227)

K K H K HIETO-E K

IMGPR_plasmid_2896370600_000005: 238,854-250,793 (+)

214

K K H K H XK K H ) )

IMGPR_plasmid_3300034630_000017: 235,650-247,557 (+)

Tetracycline repressor protein class B from transposon Tn10 (CNGKBPBH_00017)
16

K KK -EHD-EK A )

——
IMGPR_plasmid_3300034630_000012: 13439-25,721 (-)

225 226 227 228 229 Chaperone protein HtpG (OEMCOGCF_00234)

( K H K K H X K K H K H i

I
IMGPR_plasmid_2931996857_000006: 243,945-262,029 (+)
PEB1 (VF0327) (CNMNIBJO_00240)

¢ K H K O
IMGPR _plasmid_3300013249 000003:262,589-269,048 (+)

} 7000 nt {
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