RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (MNNGFMLK_00056)
Sensor histidine kinase RcsC (MNNGFMLK_00057)
58 59 60 61

—
IMGPR_plasmid_3300029324_000106:48,637-56,512 (+)
1

T -CEEHd

I
IMGPR_plasmid_3300029755_000151:635-8,510 (-)
2 ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (PPJAKDEN_00001)

¢ O Cadad

I —
IMGPR_plasmid_3300007530_000049: 982-2,829 (-)

49 Trans-aconitate 2-methyltransferase (LMDLJKGC_00050)

¢ T -EEE-a-Ad

—
IMGPR_plasmid_3300029761_000221: 35,323-44,505 (+)

ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (GAEODMPP_00034)
33 35 36 37

¢ T -aEE-a@adb

I —
IMGPR_plasmid_3300029778_000302: 24,209-35,420 (+)
Trans-aconitate 2-methyltransferase (ONEAPJFB_00003)
Antitoxin epsilon (ONEAPJFB_00002)
4 \ T erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NFO12220.1) (ONEAPJFB_00001)
¢ K
— _—
IMGPR _plasmid_3300029759 000124:314-11,313 (-)
Chromosome-partitioning ATPase Soj (FKNDEDED_00002)
Trans-aconitate 2—methyltransferas?(ﬁ(NDEDED,OOOO4)
Antitoxin epsilon (FKNDEDED_00003)
5 ‘ T ‘ erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NFO12220.1) (FKNDEDED_00001)

I
IMGPR _plasmid_3300029409_000124:314-12,260 (-)
ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (NNINCOKD_00054)
Trans-aconitate 2-methyltransferase (NNINCOKD_00055)
Antitoxin epsilon (NNINCOKD_00056)
53 \ \ T erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NFO012220.1) (NNINCOKD_00057)

I —
IMGPR_plasmid_3300014760_000080:42,447-54,376 (+)
erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (PBPHBCFG_00049)
Trans-aconitate 2-methyltransferase (ﬁHBCFG_OOO47)
Antitoxin epsilon (PBPHBCFG_00048)
c T -KEE—C—a
I —_—
IMGPR_plasmid_3300029414_000172: 32,256-43,269 (+)
erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (IFGDGBKN_00001)
Trans-aconitate 2-methyltransferase (E'CTDGBKN_OOOOS)
Antitoxin epsilon (IFGDGBKN_00002)
c T -CKEE—C—a
I —
IMGPR_plasmid_3300029441_000150: 333-11,333(-)
42 46 47

C T HEKEE—N

I
IMGPR_plasmid_3300029586_000180: 31,614-40,070 (+)
21

¢ KN

—
IMGPR_plasmid_3300006487_000011: 38-8,495 (-)
32 1

C T HEKEE—H—

I
IMGPR _plasmid_2891772567_000001: 991-10,893 (-)
1S256 family transposase ISEfa13 (HHBCJKLF_00045)
46 47

T HEKEE—TDN

I
IMGPR_plasmid_3300029430_000137: 30,584-40,441 (+)

ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (PEFIPIND_00046)
48
47

¢ T HEKEE—EN

I —
IMGPR_plasmid_3300029580_000143: 30,956-40,336 (+)
ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (NFGBPIEN_00003)
21

¢ T HEKEE—EN

I
IMGPR_plasmid_3300029094 _000054: 45-9,425 (-)
33 Trans-aconitate 2-methyltransferase (IGILAOCH_00034)

¢ O H@Ead—a

I
IMGPR _plasmid_2576861540_000007: 24,229-33,136 (+)
ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (KLHBBKEG_00046)

¢ T HEEE—d

I —
IMGPR_plasmid_3300023492_000087: 30,813-39,640 (+)
ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (CBDEPPAM_00001)

g HEEE—E

I
IMGPR_plasmid_3300029590_000203: 109-8,956 (-)
ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (HFNFIGAB_00002)
1

g HEEE—aEd

I
IMGPR _plasmid_3300029647_000098: 71-9,639 (-)
Trans-aconitate 2-methyltransferase (LNGFCLPJ_00003)
Antitoxin epsilon (LNGFCLPJ_00002)
4] T1

T HEKEE—EH

I
IMGPR_plasmid_3300029771_.000111: 166-10,115 (-)
Trans-aconitate 2-methyltransferase (GMHCILAA_00004)
Antitoxin epsilon (GMHCILAA_00003)
5 \ T 2 erm_B_235S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (GMHCILAA_00001)

¢ O Hadada—aq-a
IMGPR_plasmid_3300007498_000062: 301-11,301 (-)
Trans-aconitate 2-methyltransferase (ELPEIDFB_00046)
45 47

T HEKEE—E

I
IMGPR_plasmid_3300029791_000227: 30,678-40,626 (+)
Trans-aconitate 2-methyltransferase (HHJJCNML_00002)
3 Antitoxin epsilon (HHJJCNML_00001)

T HEKEE—EK

I
IMGPR _plasmid_3300003146_000038: 398-9,855 (-)
ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (ACJCNLGJ_00041)
Trans-aconitate Z-Myltransferase (ACJCNLGJ_00043)
‘ {Z—T 44 erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (ACJCNLGJ_00045)

I —
IMGPR_plasmid_3300029681_000083: 27,690-39,613 (+)
Trans-aconitate 2-methyltransferase (JMPCFHOD_00002)
3 1

T HEKEE—AA

I
IMGPR _plasmid_3300029356_000119:280-9,970 (-)
ABCF_Lsa_all-NCBIFAM Lsa family ABC-F type ribosomal protection protein (NFO00167.2) (AMNGODKM_00008)
linco_LnuA-NCBIFAM lincosamide nucleotidyltransferase Lnu(A) (NFO00236.1) (AMNGODKM_00003)
Trans-aconitate 2-methyltransferase (AM‘NGODKM_OOOlO)

11 [ 9 | 765 4 21

¢ KO DA

I I -

IMGPR_plasmid_3300029795_000138: 689-16,176 (-)

erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (DPOLKCNB_00048)
APH_4_la-NCBIFAM aminoglycosigéf)-phosphotransferase APH(4)-1a (NFO00107.2) (DPOLKCNB_00052)

AAC_2p_lIb-NCBIFAM kaéugamycin N-acetyltransferase AAC(2')-1Ib (NFO33472.1) (DPOLKCNB_00054)
Pyrrolidone-carboxylate peptidase (DPOLKCNB_00051)

Trans-aconitate 2-methyltransferase [DPOLKCNB'00049) PDC-505_WP_065233724.1 (DPOLKCNB_00068)
Trans-aconitate 2-methyltransferase (DPOﬁ(‘ENB_OOOMy) ‘ Tyrosine recombinase XerC (DP&KCNB_OOO70)
L Tyrosine-protein kinase ptk (DOPOLKCNB_00055) DNA topoisomerase 3 (DPOLKCNB_00062)
Antitoxin epsilon (DPOLKCNB_00047) yrosine recombinase XerC (DPOLKCNB_00059) 64
45 | T [ | 50 53 | 56 5758 60 61 63 |65 66 67 tRNA-Asn(gtt)
— —_— K]_< K - []

IMGPR _plasmid_3300014824 000143: 30,565-66,941 (+)
erm_B_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(B) (NF012220.1) (MLIKMNDH_00014)
ANT_9-NCBIFAM ANT(9)7§nily aminoglycoside nucleotidyltransferase (NF012212.1) (MLIKMNDH_00008)
APH_4_la-NCBIFAM aminoglycosidé O-phosphotransferase AT"W(4)-Ia (NFO00107.2) (MLIKMNDH_00010)
PUrine nucleoside phosphorylase DeoD-type (MLIKMNDH_00007)
Pyrrolidone-cafboxylate peptiddse (MLI KMNTD'W_OOOM)
Trans-aconitate 2»methy‘ltransferasemL(KMNDH,‘OOO’.‘L3)
Trans-aconitate 2-methyltransferase (MLI KWDH,OOOl(B)
Antitoxin epsilon (MLIKMNDH_00015)

‘ Tyrosine recombinase XerC (MLIKMNDH_00002)
I A I 9

6 5 4 3 1

I

IMGPR _plasmid_2914443481_000007: 96-23,504 (-)
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