
IMGPR_plasmid_3300029669_000144: 25-3,147 (+)

1 2 3 4 5 6

IMGPR_plasmid_3300029633_000122: 2,615-6,064 (+)

1

IMGPR_plasmid_3300014560_000049: 38,589-41,102 (-)

47

IMGPR_plasmid_3300029586_000180: 10-3,480 (+)

1

IMGPR_plasmid_3300029590_000203: 37,090-40,557 (-)

46

IMGPR_plasmid_3300029441_000150: 39,467-42,943 (-)

48

IMGPR_plasmid_3300029580_000143: 56-2,822 (+)

6-phosphogluconate dehydrogenase, decarboxylating (PEFIPIND_00001)

IMGPR_plasmid_2914443481_000007: 51,638-54,886 (-)

61

IMGPR_plasmid_3300029364_000151: 438-3,906 (+)

1

IMGPR_plasmid_2920039124_000005: 51,638-54,583 (-)

61

IMGPR_plasmid_3300008491_000104: 36,261-40,152 (-)

4546

IMGPR_plasmid_3300007530_000049: 37,964-43,189 (-)

4748

IMGPR_plasmid_3300014762_000062: 448-3,930 (+)

Tyrosine recombinase XerC (LHBPCGPI_00001)

IMGPR_plasmid_3300007288_000042: 21,636-26,716 (-)

Tyrosine recombinase XerC (DDDBIKLM_00035)3637
38

IMGPR_plasmid_3300029771_000111: 38,249-41,968 (-)

4950
Tyrosine recombinase XerC (LNGFCLPJ_00051)

IMGPR_plasmid_3300029414_000172: 101-4,122 (+)

Tyrosine recombinase XerC (PBPHBCFG_00001)
2

IMGPR_plasmid_3300007806_000038: 831-7,594 (+)

1 2 3

IMGPR_plasmid_3300029761_000221: 515-7,189 (+)

1
Tyrosine recombinase XerC (LMDLJKGC_00002)

3 4

IMGPR_plasmid_3300029574_000098: 36,637-41,626 (-)

474849

IMGPR_plasmid_3300023486_000057: 35,645-41,752 (-)

45

SigH (VF0296) (KADFOEHL_00046)

47
tRNA-Met(cat)
48

Michele_1A_hits_grouped (KADFOEHL_00050)

IMGPR_plasmid_3300014760_000080: 50-11,894 (+)

1
HTH-type transcriptional activator RhaS (NNINCOKD_00002)

3 4

tet_MFS_OtrB-NCBIFAM oxytetracycline resistance efflux MFS transporter OtrB (NF000095.1) (NNINCOKD_00005)

Tyrosine recombinase XerC (NNINCOKD_00006)

IMGPR_plasmid_3300008728_000195: 331-12,756 (+)

REase_I_00009 Type (BPHDOJIH_00001)
PrrC (BPHDOJIH_00002)

RM__Type_I_MTases_FAM_0 (BPHDOJIH_00003)

PDC-S05_WP_231564492.1 (BPHDOJIH_00004)
Specificity_I_00114 Type (BPHDOJIH_00005)

Specificity_I_00036 Type (BPHDOJIH_00006)

7

IMGPR_plasmid_3300029755_000151: 36,805-47,233 (-)

46474849505152535455

IMGPR_plasmid_3300023494_000109: 37,520-51,121 (-)

47
48

495051525354
DNA primase (EADPNCCP_00055)

565758

Tyrosine recombinase XerC (EADPNCCP_00059)

60

IMGPR_plasmid_3300029324_000106: 129-20,503 (+)

Ornithine aminotransferase 2 (MNNGFMLK_00001)
Proline synthesis (VF0812) (MNNGFMLK_00002)

2,3-bisphosphoglycerate-independent phosphoglycerate mutase (MNNGFMLK_00003)

4
Ferredoxin-type protein NapF (MNNGFMLK_00005)

6

NimABCDEF-NCBIFAM NimABCDEF family 5-nitroimidazole reductase (NF000261.1) (MNNGFMLK_00007)

8 9

Sensory transduction protein LytR (MNNGFMLK_00010)

11 12 13
pAgo__pAgo_S1A (MNNGFMLK_00014)

PDC-S05_WP_205904899.1 (MNNGFMLK_00015)

16

IMGPR_plasmid_3300029752_000093: 37,337-55,805 (-)

Tyrosine recombinase XerC (LDKLJNKH_00047)48
putative peptidase (LDKLJNKH_00049)

WYL_I_II_III_IV_V_VI_1 (LDKLJNKH_00050)

515253545556575859

KwaB_00008 DUF4868 (LDKLJNKH_00060)
KwaA_00015 Unknown (LDKLJNKH_00061)

Tyrosine recombinase XerC (LDKLJNKH_00062)

PDC-M50A_WP_058056640.1 (LDKLJNKH_00063)

DS-4__DS-4D (LDKLJNKH_00064)

8000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


