2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (MNNCKOHC_00081)
GDP-mannose-dependent alpha-mannosyltransferase (MNNCROHC,OOO79)
UDP-2,3-diacylglucosamine hydrolase (MNNCKOHC_00078)

3-ketoacyl-CoA thiolase (MNNCKOHC_00077) ATP-dependent zinc metalloprotease FtsH 4 (MNNCKOHC_00087)
anti-RM (AP15108) (MNNCKOHC_OOO?S) mads_8 (MNNCKOHC_00084)
72 73 74 tRNA-Arg(acg) ‘ 79 81 82 84 85
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IMGPR_plasmid_3300045168_000040: 60,581-78,238 (+)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (BMGOOBHP_00007)
ATP-dependent zinc metalloprotease FtsH (BMGOOBHP_00001)
GDP-mannose-dependent alpha-mannosyltransferase (BMGOOBHP_00009) mads_8 (BMGOOBHP_00004)
UDP-2,3-diacylglucosamine hydrolase (BMGOOBHP_00010) 8 \ 6 5 3 2
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IMGPR_plasmid_3300044936_000034:49-16,908 (-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (GCOLGHLB_00007)

GDP-mannose-dependent alpha-mannosyltransferase (GCOLGHLB_00009) ATP-dependent zinc metalloprotease FtsH (GCOLGHLB_00001)
UDP-2,3-diacylglucosamine hydrolase (GCOLGHLB_00010) mads_8 (GCOLGHLB_00004)
11 | 8 6 5 3 2
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IMGPR _plasmid_3300045979 000036: 13-16,617 (-)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (BKMLDGGN_00010)
ATP-dependent zinc metalloprotease FtsH 4 (BKMLDGGN_00004)
GDP-mannose-dependent alpha-mannosyltransferase (BKMLDGGN_00012) mads_8 (BKMLDGGN_00007)
UDP-2,3-diacylglucosamine hydrolase (BKMLDGGN_00013) 11 \ 9 8 6 5 3 21

KK M 1 o oo S S B | B S sea

I L]
IMGPR_plasmid_3300045095_000034:414-19,280 (-)

81 82
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IMGPR_plasmid_3300044930_000015: 60,457-67,421 (+)
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IMGPR_plasmid_3300045234_000018: 95-7,059 (-)
} 7000 nt {
defence (PADLOC) anti-defence (dbAPIS) tRNA
I




