Cytochrome bd ubiquinol oxidase subunit X (OJBONGEE_00104)
Cadmium, cobalt and zinc/H(+)-| K(+)ant|porter (OJBONGEE_00107)

Adherence and biofilm formation (VF0723) (OJBONGEE_00093) Divalent metal cation transporter MntH OJBONéEE _00108)
putative oxidoreductase CzcO (OJBONGEE_00095) Cytochrome bd-1 ubiquinol oxidase subunit 2 (OJBONGEE_OOidS
1S66 family transposase 1SXau4 (OJBONGEE_00096) Cytochrome bd ubiquinol oxidase subunit 1 (O]BONGEE_OOlOZ)
putative L,D-transpeptidase Eer/Ser‘(OJBONGEE_OOO94) ABC transporter (VF0818) (OJBONGEE_00100) Thiol:disulfide inter‘change brotein DsbD (OJBONGEE_00106)
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IMGPR _plasmid_3300045171_000022: 72,670-92,879 (+)
Cytochrome bd ubiquinol oxidase subunit X (KFAKOLJK_00096)

Adherence and biofilm formation (VF0723) (KFAKOLJK_00085) Cadmium, cobalt and zinc/H(+)»R(+) antiporter (KFAKOLJK_00099)
putative L,D-transpeptidase ErfK/SrfK (KFAKOLJK_00086) Cytochrome bd-I ubiquinol oxidase subunit 2 (KFAKOLJK_00095)
1S66 family transposase 1SXau4 (KFAKOLJK_00088) Cytochrome bd ubiquinol oxidase subunit 1 (KFAKOLJK_00094)
putative oxidoreductase CzcO (KFAKOLJK_00087) ABC transporter (VF0818) (KFAKOLJK_00092) Thiol:disulfide interchangé protein DsbD (KFAKOLJK_00098)
83 | | | 88 89 90  ABCtransporter (VF0818) (KFAKOLJK_ 00093) | | 96
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IMGPR_plasmid_3300045169_000024: 63,179-82,634 (+)

Cytochrome bd ubiquinol oxidase subunit X (OJLMOKJC_00087)

Adherence and biofilm formation (VF0723) (OJLMOKJC_00076) Cadmium, cobalt and zinc/H(+)- IZ(+ ) antiporter (OJLMOKJC_00090)
putative oxidoreductase CzcO (OJLMOKJC_00078) Cytochrome bd-I ubiquinol oxidase subunit 2 (OJLMOKJC_( 00086)
1S66 family transposase 1SXau4 (OJLMOKJC_00079) Cytochrome bd ubiquinol oxidase subunit 1 (O]LMOK)C,OOOSS)
putative L,D-transpeptidase ErfK/SrfK (OJLMOKJIC_D0077) ABC transporter (VF0818) (OJLMOKJC_00083) Thiol:disulfide interEhange ‘protein DsbD (OJLMOKJC_00089)
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IMGPR_plasmid_3300045189 000039: 55,435-74,890 (+)
Adherence and biofilm formation (VF0723) (GCOLGHLB_00094)
putative oxidoreductase CzcO (GCOLGHLB_00096)
1S66 family transposase 1ISXau4 (GCOLGHLB_00097)
putative L,D-transpeptidase Eer/Ser‘(GCOLGHLB_OOO‘?S) ABC transporter (VF0818) (GCOLGHLB_00101)
92 | | \ 97 98 99 ABC transporter (VF0818) (GCOLGHLB_00102)
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IMGPR_plasmid_3300045979_000036: 72,737-86,758 (+)
PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NF010315.0) (DDGKOINA_00007)
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IMGPR_plasmid_3300045170_000020:416-5,565 (-)
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