Potassium-transporting ATPase KdpC subunit (GCNEBGJA_00111)
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AAC_6p_set_A-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NF012165.0) (KEOMAJCN_00085)
Achromobactin biosynthesis and transport (VF0922) (KEOMAJCN_00086) RegX3 (VF0858) (KEOMAJCN_00095)
\ L-2,4-diaminobutyrate decarboxylase (KEOMAJCN_00087) 89 Sensor protein KdpD (KEOMAJCN_00094)
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IMGPR _plasmid 2921263974 _000022: 14,732-29,736 (-)
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