Putative transposase InskK for insertion sequence element 1IS150 (GIOBFNEE_00121)
Thiol-disulfide oxidoreductase ResA (GIOBFNEE,OOMEY
1S5 family transposase ISKpn26 (GIOBFNEE_00116)
\ T 153 family transposase 15629 (GIOBFNEE_00122)
IS3 family transposase 15629 (GIOBFNEE_00119)
Glucose-1- phosphatase (GIOBFNE? 00115) \ Direct heme uptake system (VF0941) (GIOBFNEE_00129)
Serine protease EspC (( (GIOBFNEE _ oomsg Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (GIOBFNEE_00131)
| UG4 (GIOBFNEE_00120) 1S91 family transposase 1SSbo1 (GIOBFNEE_00133)

FbpABC (VF0272) (GIOBFNEE_00112) 123 125 127 Enterotoxin SenB/TieB (VF1136) (GIOBFNEE_00132)
110 111 | |114 | [117 | 1247128 128 | 130 | | 153 family transposase 15629 (GIOBFNEE_00134)
_— —— I E—

I
IMGPR _plasmid_2541047816_000001:90,570-111,377 (+)
Transferrin and Lactoferrin-mediated Iron uptake (VFO725) (LGBAOKKJ_00108)
1S5 family transposase ISKpn26 (LGBAOKKJ_00099)
1S91 family transposase 1SSbo1 (LGBAOKKJ_00106)
1S3 family transposase 15629 (LGBAOKKJ_00105)
1S3 family transposase 15629 (LGBAOKKJ_00101) /‘|j L
Glucose-1-phosphatase (LGBAOKKJ_00098)  Enterotoxin SenB/TieB (VF1136) (LGBAOKKJ_00107)

Serine protease Est (LCBAOKKJ_OOlOO) Direct heme ubtake system (VF0941) (LGBAOKKJ_00110)
DrmD_00013 DrmD (LGBAOKKJ_00104) 111 114 116
G4 (LGBAOKKJ 00102) 103 | | \ 109 112 113[115]
N —

_— ]
IMGPR _plasmid 2541047794 _000001:77,871-99,769 (+)
Putative transposase InsK for insertion sequence element IS150 (DMLLKFLM_00145)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (DMLLKFLM_00157)
Direct heme uptake system (VF0941) (DMLLKFLM_00155)
1S3 family transposase 15629 (DMLLKFLM_00146)
Glucose-1-phosphatase (DMLLKFLM_00142)
RT_III-AM_I11-B_2 (DMLLKFLM_00144)
147 149 151 153 Enterotoxin SenB/TieB (VF1136) (DMLLKFLM_00158)
143 J148[1560 152154 | 156 | 1591 family transposase 1SSbo1 (DMLLKFLM_00159)

_— | J I S
IMGPR_plasmid_2563366896_000001: 111,042-128,204 (+)
Putative transposase InsK for insertion sequence element 1S150 (COFFMOEP_00013)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (COFFMOEP_00003)
1S3 family transposase 15629 (COFFMOEP_00012)
Glucose-1-phosphatase (COFFMOEP.00016)
RT_III-AM_I11-B_2 (COFFMOEP_00014)
11 Enterotoxin SenB/TieB (VF1136) (COFFMOEP_00002)
15 T109 87 6 5 4 | 1591 family transposase ISSbo1 (COFFMOEP_00001)

_— | I B
IMGPR _plasmid_2541047756_000001:254-17,435 (-)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (DEBHHGBK_00012)
1S91 family transposase 1SSbo1 (DEBHHGBK_00014)
1S3 family transposase 15629 (DEBHHGBK_00015)
Enterotoxin SenB/TieB (VF1136) (DEBHHGBK_00013)

Glucose-1-phosphatase (DEBHHGBK_00022) é Direct heme uptake system (VF0941) (DEBHHGBK_00010)

DrmD_00013 DrmD (DE HGBK‘_OOOlé) Putative taﬁ?posase InsK for insertion sequence element IS150 (DEBHHGBK_00002)

RT_II-AM_III-B_2 DEBHHGBK OOOW 1S3 family transposase ISéﬁ(DEBHHGBK_OOOO?:)
21T1918 9 87 654 |1

11

— L} — N ——
IMGPR _plasmid_2684623083_000001: 282-21,047 (-)
Putative transposase InsK for insertion sequence element IS150 (NOFGOEDC_00018)
Putative transposase InsK for insertion sequence element 15150 (NOFGOEDC_00016)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (NOFGOEDC_00006)
Direct heme uptake system (VF0941) (| NOFaOED C_00008)

1S3 family transposase 1S629 (NOFGOEDC_00015) 1591 famlly transposase ISSbol (NOFGOEDC_00004)
RT_III-AM_III-B_2 (NOFGOEDC_00017) 1S3 family transposase 15629 (NOFGOEDC_00003)
RT_II-AM_III-B_2 (NOFGOEDC_00019) Enterotoxin SenB/TieB (VF1136) (NOFGOEDC_00005)
Glucose-1-phosphatase (NOFGOEDC_00021) | | 14 DrmD_00013 DrmD (NOFGOEDC_00002)
J2o| [ ] T1312T 109 7 | [T 2

_— _J L] — I E— —
IMGPR _plasmid 2563366982 _000001: 189-21,728 (-)
Transferrin and Lactoferrin-mediated Iron uptake (VFO725) (LEHAFOII_00012)
1S91 family transposase 1SSbo1 (LEHAFOII_00014)
1S3 family transposase 15629 (LEHAFOII_00015)
Glucose-1-phosphatase (LEHAFOII_00022) ‘
DrmD_00013 DrmD (LEHAFOII_00016) Putative transposase InsK for insertion sequence element IS150 (LEHAFOII_00002)
RT_III-AM_III-B_2 (LEHAFOII_00020) é/-L' Direct heme uptake system (VF0941) (LEHAFOII_00010)
19 Enterotoxin SenB/TieB (VF1136) (LEHAFOII_00013) 1S3 family transposase 1S629 (LEHAFOI1_00003)
T 17 | || \ 1 | 9 87 6 54 ] |  UG4(LEHAFOII_00001)

— - — — —-— —
IMGPR _plasmid_2684623101_000001: 107-22,687 (-)

Putative transposase InsK for insertion sequence element 1IS150 (PFEEIOLP_00020)
Transferrin and Lactoferrin-mediated Iron uptake (VFO725) (PFEEIOLP_00030)

Direct heme uptake system (VF0941) (PFEEIOLP_OOO28) 1S66 family transposase ISEc22 (PFEEIOLP_00041)
1S91 faﬁﬁily transposase ISSbo1 (PFEEIOLP_00032)
1S3 family transposaseTI5629 (PFEEIOLP_00033) 1S66 family transposase ISEc22 (PFEEIOLP_00045)
1S3 family transposase 15629 (PFEEIOLP_00021) | IS66 family transposase ISEc8 (PFEEIOLP_00042)
Glucose-1-phosphatase (PFEEIOLP_00016) nterotoxin SenB/TieB (VF1136) (PFEEIOLP_00031) DrmD.00013 DrmD PFE‘EIOLP _00044)
RT_III-AM_III-B_2 (PFEEIOLP_00018) \ UG4 (PFEEIOLP_00037) Enterobactm receptoertA(VF0639) (PFEEIOLP_00047)
22 25 DrmD_00013 DrmD (PFEEIOLP_00034) 40| | putative protein (PFEEIOLP_00046)
17 [2324[26 27 29 | [T 3 36 3839] 43 | [T | 48 49 50
— I B —_— I —_— I
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IMGPR_plasmid_645047329_000001: 10,046-43,797 (+)
Putative transposase InsK for insertion sequence element IS150 (NNBFGOHF_00056)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (NNBFGOHF_00066)

1S91 family transposase ISSbo1 (NNBFGOHE,OOO(SS) 1S66 family transposase ISEc22 (NNBFGOHF_00050)
1S3 family transposase 15629 (NNBFGOHF_00069) 1S3 family transposase 15629 (NNBFGOHF_00057)
Enterotoxin SenB/TieB (VF1136) (NNBFGOHF_00067) ' 1566 family transposase ISEc8 (NNBFGOHF_00049)
Glucose-1-phosphatase (NNBFGOHF_00075) Lui Direct heme uptake system (VFO941) (NNBFGOHF_00064) | DrmD_00013 DrmD (NNBFGOHF_00047)
DrmD_00013 DrmD (NNBFGOHF 00070) UG4 (NNBFGOHF_00054)
RT_III-AM_III-B_2 (NNBFGOHF_00073) 61 58 51
[74T 72 71 | 65 63 62 16059 5352 48 1566 family transposase ISEc22 (NNBFGOHF_00046)

_— L _J —_— I — I — I
IMGPR _plasmid_2541047811_000001: 31,189-64,940 (-)
Putative transposase InsK for insertion sequence element IS150 (HJAMLGCM_00126)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (HJAMLGCM_00116)
Direct heme uptake system (VF0941) (| HJAMLGCM _00118) 1S66 family transposase ISEc22 (HJAMLGCM_00104)
1591 famlly transposase ISSbol (HJAMLGCM_00114)
1S3 famlly transposase 15629 (HJAMLGCM_00113)

Enterotoxin SenB/TieB (VF1136) (HJAMLGCM,OOllS) 1S66 family transposase ISEc22 (HJAMLGCM_00100)
1S3 family transposase 15629 (HJAMLGCM_00125) 1S66 family transposasé ISEc8 (HJAMLGCM_00103)
Glucose-1-phosphatase (HJAMLGCM_00130) DrmD_00013 DrmD (HJAMLGCM_00112) DrmD 0M3 DrmD (HJAMLGCM_00101)
RT_III-AM_III-B_2 (HJAMLGEM_00128) UG4 (HJAMLGCM_00108) i
124 122 120 110 107 105 Major pilu subunit operon regulatory protein PapB (HJAMLGCM_00096)
129| 127 | 123121 119 117 109 T106] 102 | |
— I R —_— I — I

_— L
IMGPR_plasmid_2684623077_000001:71,742-105,492 (-)
Putative transposase InsK for insertion sequence element IS150 (JMNLFLPP_00092)

Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (JMNLFLPP_00082)
1S91 family transposase ISSbo1 (JMNLFLPP,OOOSO)
1S3 family transposase 15629 (JMNLFLPP 00079) 1S3 family transposase 15629 (JMNLFLPP_00091)
Enterotoxin SenB/TleB (VF1136) (JMNLFLPP 00081) TI$66 family transposase ISEc22 (JMNLFLPP_00098)
Glucose-1-phosphatase (JMNLFLPP_00072) L Direct heme uptake system (VF0941) (JMNLFLPP_ 00084) ‘ DrmD_06013 DrmD (JMNLFLPP_00100)
DrmD_00013 DrmD (JMN FLPP_OOO78) UG4 (JMNLFLPP_00094)

RT_III-AM_11I-B_2 (JMNLFLPP_00074
|73 7576 77 |

87 90 97
83 85 86 18889 ‘ 9596 ‘ 99 1566 family transposase ISEc22 (JMNLFLPP_00101)

— - — — — — — —
IMGPR_plasmid_2563366983_000002: 57,867-91,608 (+)

Putative transposase InsK for insertion sequence element IS150 (EBJHCELD_00020)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (EBJHCELD_00030)

Direct heme uptake system (VF0941) (EBJHCELD_OOO28) 1S66 family transposase ISEc22 (EBJHCELD_00042)
1591 farﬁily transposase 1SSbo1 (EBJHCELD_00032)
1S3 fémily transposaseTIS<629 (EBJHCELD_00033) 1S66 family transposase ISEc22 (EBJHCELD_00046)
1S3 family transposase 15629 (EBJHCELD_00021) L | 1566 family transposase ISEc8 (EBJHCELD_00043)
Glucose-1-phosphatase (EBJHCELD_00016) Enterotoxin SenB/TieB (VF1136) (EBJHCELD_00031) DrmD_00013 DrmD (EBJHCELD_00045)
RT_III-AM_I1I-B_2 (EBJHCELD_00018) UG4 (EBJHCELD _00038)
22 25 DrmD_00013 DrmD (EBJHCELD_00034) 41
17 | 19| | [2324] 26 27 29 | [ | T 35 3637 3940 44 Tyrosine recombinase XerC (EBJHCELD_00051)
_— - — I —_—— I — I
IMGPR _plasmid_637000109_000001: 10,046-45,213 (+)
Putative transposase InsK for insertion sequence element 1S150 (IKPMCNKN_00081)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (IKPMCNKN_00092)
Direct heme uptake system (VF0941) (IKPMCNKN _00090)
IS91fam|Iytransposase 1SSbo1 (IKPMCNKN_00094)
1S3 famllytransposaseT3629(IKPMCNKN,OOO‘?S)
1S3 family transposase 1S629 (IKPMCNKN_00082) g 1S66 family transposase ISEc22 (IKPMCNKN_00104)
Glucose-l-phosphatase(IKPMCNKN_‘06077) Enterotoxin SenB/TieB (VF1136) (IKPMCNKN_00093) DrmD_00013 DrmD (IKPMCNKN_00106)
RT_III-AM_III-EZ (IKPMCNkN_OOO79) UG4 (IKPMCNKN_00100)
83 86 88 DrmD_00013 DrmD (IKPMCNKN_00096) 101 103
78 ‘ T84 85[87 89 91 | [T 97 9899 T102] 105 1566 family transposase ISEc22 (IKPMCNKN_00107)
— I E— — I —_— I

_— L _J
IMGPR _plasmid_646862327_000001: 61,096-95,296 (+)
Putative transposase InsK for insertion sequence element 1S150 (FEBKLDMJ_00097)
Transferrin and Lactoferrin-mediated Iron uptake (VFO725) (FEBKLDMJ_00087)
1S91 family transposase 1SSbo1 (FEBKLDMJ_00085)

1S3 family transposase 15629 (FEBKLDMJ_OdO84) 1S3 family transposase 15629 (FEBKLDMJ_00096)
Enterotoxin SenB/TieB (VF1136) (FEBKLDMJ_OOOSé) 1366 family transposase ISEc22 (FEBKLDMJ_00102)
Glucose-1-phosphatase (FEBKLDMJ_00078) L Direct heme ubtake system (VF0941) (FEBKLDMJ_00089) ‘ DrmD706013 DrmD (FEBKLDMJ_00104)
DrmD_00013 DrmD (FEBKLDMJ_00083) UG4 (FEBKLDMJ_00098)
RT_III-AM_III-B_2 (FEBKLDMJ_00080) 92 100
[797 81 82 | 88 90 9193 94T 99 101 103 1566 family transposase ISEc22 (FEBKLDMJ_00105)
I — I — I

] ] L _ ]
IMGPR_plasmid_2563366841_000003: 59,865-93,606 (+)

Putative transposase InsK for insertion sequence element 1IS150 (PLCFCLFJ_00059)
Transferrin and Lactoferrin-mediated Iron uptake (VFO725) (PLCFCLFJ_00069)

1S91 family transposase 1SSbo1 (PLCFCLFJ_00071) 1S66 family transposase ISEc22 (PLCFCLFJ_00053)
1S3 family transposase 1S629 (PLC FCLFJ_OOO72) 1S3 family transposase 15629 (PLCFCLFJ_00060)
Enterotoxin SenB/TieB (VF1136) (PLCFC LFJ_00070) 1S66 family transposase ISEc8 (PLCFCLFJ_00052)
Glucose-1-phosphatase (PLCFCLFJ_00078) DrmD_00013 DrmD (PLCFCLFJ_00050)
DrmD_00013 DrmD (PLCFCLFJ_00073) UG4 (PLCFCLFJ_00057)
RT_III-AM_111-B_2 (PLCFCLFJ_00076), 54
|777] 75 74 68 67 66 65 [63 62 58 5655 51 1566 family transposase ISEc22 (PLCFCLFJ_00049)
I I —_—— I

_— L —_—
IMGPR _plasmid_2541047818_000001: 31,238-64,989 (-)
Putative transposase InskK for insertion sequence element 1S150 (JINFJAPN_00133)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (JINFJAPN_00124)

1S91 family transposase 1SSbo1 (JINFJAPN_00122) 1S66 family transposase ISEc22 (JINFJAPN_00138)
1S3 family transposase 15629 (JINFJAPN700‘121) 1S3 family transposase 15629 (JINFJAPN_00132)
Enterotoxin SenB/TieB (VF1136) (JINFJAPN_00123) 1S66 family transposase ISEc8 (JINFJAPN_00139)
Glucose-1-phosphatase (JINFJAPN_00115) 'J Direct heme uptake system (VF0941) (JINFJAPN_00126, DrmD. 00013 DrmD (JINFJAPN_00141)

DrmD_00013 DrmD (JINFJAPN_00120) UG4 (JINFJAPN_00134)

RT_II-AM_III-B_2 (JINFJAPN_00117) 129 131 135 137,

[116] 118 119 T ‘ ‘ 125 127 12871130] ‘ Tazel 140 1566 family transposase ISEc22 (JINFJAPN_00142)
I — I — I

_—— L —_—
IMGPR _plasmid_2923328845_000001:88,828-123,995 (+)
Putative transposase InsK for insertion sequence element 1S150 (KLFAIEBI_00015)
Putative transposase InskK for insertion sequence element 1IS150 (KLFAIEBI_00031)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (KLFAIEBI_00027)
Direct heme uptake system (VF0941) (KLFAIEBI_00025) 1S66 family transposase ISEc22 (KLFAIEBI_00036)
1591 family transposase 1SSbo1 (KLFAIEBI_00029)
1S3 family transposase 15629 (KLFAIEBI_00030)

1S3 family transposase 1S629 (KLFAIEBI_00016) 1S66 family transposase ISEc8 (KLFAIEBI_00037)
Glucose-1-phosphatase (KLFAIEBI_00012) DrmD_00013 DrmD (KLFAIEBI_00039)
RT_II-AM_III'B_2 KLFAIEBI 00014 4 (KLFAIEBI_00032)
23 Enterotoxin SenB/TieB (VF1136) (KLFAIEBI_00028) 35
Tls 19T 21 22724 | 26 | [ || | 3334] 38 1566 family transposase ISEc22 (KLFAIEBI_00040)

_— L —_— I S I — I

IMGPR_plasmid_2541047783_000001: 6,314-37,630 (+)

Putative transposase InsK for insertion sequence element 1S150 (FEKAGKLA_00034)

Putative transposase InsK for insertion sequence element IS150 (FEKAGKLA_00018)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (FE(AG KLA_00022)
Direct heme uptake system (VF0941) (FEKAGKLA 00024)  1S66 family transposase ISEc22 (FEKAGKLA_00012)
1591 family transposase 15Sbod (FEKAGKLA_OOOZO)I
1S3 family transposase 15629 (FEKAGKLA_00019,

1S3 family transposase 1S629 (FEKAGKLA_00033) Is66 family transposa§e ISEc8 (FEKAGKLA_00011)
Glucose-1-phosphatase (FEKAGKLA_00038) | DrmD_00013 DrmD (FEKAGKLA_00009)
RT_II-FAM_II-B_2 (FEKAGKLA 00036) UG4 (FEKAGKLA 00016)|
29 26 Enterotoxin SenB/TieB (VF1136) (FEKAGKLA_00021) 13
37| 35 T31 30[28 27]25 | 23 | [ || 17 | 1514] 10 1566 family transposase ISEc22 (FEKAGKLA_00008)

] L _J —_— I S I — I
IMGPR_plasmid_644736365_000001: 2,737-34,053 (-)
Putative transposase InsK for insertion sequence element 1S150 (GPIALNMA_00116)
Putative transposase InsK for insertion sequence element 1IS150 (GPIALNMA_00101)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) ((?FTIALNMA_00105)
Direct heme uptake system (VF0941) (GPIALNMA 00107) 1566 family transposase ISEc22 (GPIALNMA_00095)
1S91 famlly transposase 15Sbo1 (GPIALNMA_00103)
1S3 famlly transposase 215629 (GPIALNMA_00102;

1S3 family transposase 1S629 (GPIALNMA_00115) Is66 family transposasé ISEc8 (GPIALNMA_00094)
Glucose-1-phosphatase (GPIALNMA_00120) | DrmD_00013 DrmD (GPIALNMA_00092)
RT_II-AM_III-B_2 (GPIALNMA_00118) G4 (GPIALNMA _00099)
114 112 110 Enterotoxin SenB/TieB (VF1136) (GPIALNMA 00104) 96
119| 117 | J1183[121 109 108 | 106 \ || oo | 9897] 93 1566 family transposase ISEc22 (GPIALNMA_00091)

—_— | _J L} I I — I
IMGPR _plasmid_2541047836_000001:61,223-92,539 (-)
Putative transposase InsK for insertion sequence element IS150 (CGAOPLMI_00097)
Transferrin and Lactoferrin-mediated Iron uptake (VFO725) (CGAOPLMI_00101)
Putative transposase InsK for insertion sequence element 15150 (CGAOPLMI_00113) 1566 family transposase ISEc22 (CGAOPLMI_00091)
1591 family transposase 1SSbo1 (CGAOPLMI_00099)
1S3 family transposase 15629 (CGAOPLMI_00098
Enterotoxin SenB/TieB (VF1136) (CGAOPLMI_00100) |

1S3 family transposase 15629 (CGAOPLMI_00112) Is66 family transposase ISEc8 (CGAOPLMI_00090)
Glucose-1-phosphatase (CGAOPLMI_00117) | DrmD_00013 DrmD (CGAOPLMI_00088)
RT_lII-AM_II-B_2 (CGAOPLMI_00115) G4 (CGAOPLMI_00095)
111 109 107 104 92
116| 114 | [110[108 106 105 ] 103 102 96 9493] 89 1566 family transposase ISEc22 (CGAOPLMI_00087)

\MGPRJ;)\asmiES41047686300001: 61,206-92,522 (-)
Transferrin and Lactoferrin-mediated Iron uptake (VF0725) (DOPHFCIO_00112)
Putative transposase InsK for insertion sequence element IS150 (DOPHFCIO_001§2) 1S66 family transposase ISEc22 (DOPHFCIO_00099)
1591 farﬁily transposase I1SShbo1 (DOPHFCIO_00110)
1S3 family transposase 15629 (DOPHFCIO_00109)

Direct heme uptake system (VF0941) (DOPHFCIO_00114) 1S66 famllytransposase ISEc8 (DOPHFCIO_00098)
1S3 family transposase 1S629 (DOPHFCIO_00121) DrmD_00013 DrmD (DOPHFCIO_00108) 1S66 famlly transposase ISEc22 (DOPHFCIO_00095)
Glucose-1-phosphatase (DOPHFCIO_00127) UG4 (DOPHFCIO_00103) L
RT_III-AM_III-B_2 (DOPHECIO_00125) Enterotoxin SenB/TieB (VF1136) (DOPHFCIO_00111) 104 DrmD_00013 DrmD (DOPHFCIO_00096)

106l 102 100‘ ‘ ‘ RepFIB replication protein A (DOPHFCIO_00088)
97

Tao1] 91 90
DED

113 ‘ ‘ ‘ 107

124 120 118
126| 123 | Tu9[117116 115

—_— -
IMGPR _plasmid_648231706_000001:67,997-104,381 (-)
Putative transposase InsK for insertion sequence element 1S150 (IKJICCEMM_00021)
Putative transposase InsK for insertion secTuence element 1S150 (IKJCCEMM_00020)
1566 family transposase ISEc22 (IKJCCEMM_00027)
1566 family transposase ISEc8 (IKJCCEMM_00028)

Glucose-1-phosphatase (IKICCEMM_00016) DrmD_00013 DrmD (IKJCCEMM_00030)
I L UG4 (IKJCCEMM_00023)
RT_III-AM_I1I-B_2 (IKJCCEMM _00018) 26
[17719 | | 22 2425] 29 1566 family transposase ISEc22 (IKJCCEMM_00031)

] | _J I
IMGPR _plasmid_2721755647_000001: 9,445-30,143 (+)
Glucose-1-phosphatase (MPDNAEMP_00005)
RT_III—AM_III-§T2 (MPDNAEMP_00003)
[4] 21

_— L
IMGPR _plasmid_2541047838_000001: 128-6,494 (-)
Glucose-1-phosphatase (DKAPFPJO_00102)
icity0040 RT (DKAPFPJO_00104)
103

IMGPR_plasmid. 2639762960, 000001: 84,894-90,210 (+)
1S5 family transposase I1SKpn26 (NMHHJHPF_00098)
Glucose-1-phosphatase (NMHTUHPF_OOO97)
Serine protease EspC (NMHHJHPF_00100)
| | 99 ] 153 family transposase 1S3411 (NMHHJHPF_00101)

\MGPpr\asm‘\55633668747000001: 81,074-88,087 (+)
1S5 family transposase ISKpn26 (DOKJLBOK_00098)
Glucose-1-phosphatase (DOKTLBOK,OOO97)
"] | 99 Serine protease EspC (DOKJLBOK_00100)

I

\MGPR_p\asmid__2563366891_OOOOOl: 81,060-87,699 (+)
1S5 family transposase ISKpn26 (JCEANJLC_00104)
Glucose-1-phosphatase (JCEAKULC,OOlOS)
Serine th;a‘se EspC (JCEANJLC_00106)
| [105 | 1S3 family transposase 15629 (JCEANJLC_00107)

_—
IMGPR _plasmid_2563366995_000001:87,489-94,577 (+)
} 10000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




