
IMGPR_plasmid_2603879921_000002: 65,729-81,938 (+)

putative protein

putative ABC transporter ATP-binding protein (AOCPFOIL_00074)

74

putative PE family protein PE23 (AOCPFOIL_00076)
Nitrate/nitrite transporter (VF0821) (AOCPFOIL_00077)

Putative lipoprotein LppP (AOCPFOIL_00078)

78 79

Putative malate oxidoreductase [NAD] (AOCPFOIL_00081)

MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NF000025.1) (AOCPFOIL_00082)

O-acetylserine sulfhydrylase (AOCPFOIL_00083)
Serine acetyltransferase (AOCPFOIL_00084)

84 85 86

CBASS__AG_E1_ThiF ThiF family (AOCPFOIL_00088)

IMGPR_plasmid_2588254102_000001: 64,337-80,375 (+)

76 77 81

IMGPR_plasmid_2681813341_000020: 22,028-38,237 (-)

28

IMGPR_plasmid_2574180226_000001: 64,318-78,269 (+)

74 77

IMGPR_plasmid_2576861140_000003: 65,765-79,716 (+)

77 78

IMGPR_plasmid_2588254104_000002: 26,643-43,706 (-)

2431
Putative lipoprotein LppP (IOOEAMHC_00033)

putative protein (IOOEAMHC_00038)

IMGPR_plasmid_2574179886_000003: 64,371-80,580 (+)

73

6000 nt

defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)


