
IMGPR_plasmid_2588253989_000003: 71,616-88,959 (+)

Putative malate oxidoreductase [NAD] (OMJPIMBI_00075)
MFS_efflux_tcmA-NCBIFAM tetracenomycin C efflux MFS transporter (NF000025.1) (OMJPIMBI_00076)

76

O-acetylserine sulfhydrylase (OMJPIMBI_00078)
Serine acetyltransferase (OMJPIMBI_00079)

79 80

CBASS__AG_E1_ThiF ThiF family (OMJPIMBI_00082)

82
GPL locus (VF0841) (OMJPIMBI_00084)

84
tRNA-Asn(gtt)

85 86 DNA primase (OMJPIMBI_00089)

IMGPR_plasmid_2574179886_000003: 71,625-88,969 (+)

82

IMGPR_plasmid_2574180342_000003: 9,667-28,762 (-)

12dGTPase (EOBCDEAP_00013)1719

IMGPR_plasmid_2619619567_000002: 70,260-90,452 (+)

Putative lipoprotein LppP (IJOGACDJ_00077) 81 83 84 85
IS256 family transposase IS1081 (IJOGACDJ_00087)

87

IMGPR_plasmid_2574180226_000001: 70,159-86,993 (+)
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