
IMGPR_plasmid_3300053491_048297: 55,531-68,197 (+)

67
PagR-XO2 (VF0665) (LNBGNPLD_00068)
P(1)-type Mn2+ transporting ATPase (VF0848) (LNBGNPLD_00069)

chaper_CopP-NCBIFAM copper-binding metallochaperone CopP (NF033781.1) (LNBGNPLD_00070)

71

Lipoprotein diacylglyceryl transferase lgt (VF0790) (LNBGNPLD_00072)

73 74

cAMP-activated global transcriptional regulator CRP (LNBGNPLD_00075)

76 77
ISL3 family transposase IS1251 (LNBGNPLD_00078)

Transcription antiterminator LicT (LNBGNPLD_00079)

Aryl-phospho-beta-D-glucosidase BglH (LNBGNPLD_00080)

PTS system beta-glucoside-specific EIIBCA component (LNBGNPLD_00081)

IMGPR_plasmid_3300053491_049816: 148,288-160,961 (+)

Nitrogen fixation regulation protein FixK (IGEIFECA_00167) 168

IMGPR_plasmid_3300053491_050899: 29,012-41,696 (+)

Nitrogen fixation regulation protein FixK (MKLFHGMK_00045)

IMGPR_plasmid_3300053491_048811: 86,801-100,469 (+)

Cadmium, cobalt and zinc/H(+)-K(+) antiporter (MINGDOBA_00096) 101
Lipoprotein diacylglyceryl transferase lgt (VF0790) (MINGDOBA_00102)

103 Nitrogen fixation regulation protein FixK (MINGDOBA_00104)

IMGPR_plasmid_3300053491_050188: 13,524-27,212 (-)

21222326

IMGPR_plasmid_3300053491_048805: 63,819-75,580 (-)

687071

IMGPR_plasmid_3300053491_048807: 149,831-161,594 (-)

154
Phosphatidylglycerol--prolipoprotein diacylglyceryl transferase (MBNFBOID_00156)

157

IMGPR_plasmid_3300053491_048809: 180,978-192,753 (-)

192193194

Phosphatidylglycerol--prolipoprotein diacylglyceryl transferase (ODKLIEIL_00196)
Phosphatidylglycerol--prolipoprotein diacylglyceryl transferase (ODKLIEIL_00197)

198

IMGPR_plasmid_3300053491_047763: 47,703-59,480 (-)

57
HP-NAP (VF0052) (ODKCOPNB_00058)

60

Phosphatidylglycerol--prolipoprotein diacylglyceryl transferase (ODKCOPNB_00062)

63

IMGPR_plasmid_3300053491_048293: 105,611-117,686 (+)

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (OPKADAPK_00113) 118 Lipoprotein diacylglyceryl transferase lgt (VF0790) (OPKADAPK_00119)

IMGPR_plasmid_3300053491_050537: 157,234-171,249 (-)

164
Phosphatidylglycerol--prolipoprotein diacylglyceryl transferase (KGOHILLI_00165)

166

5000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


