Lichenan-specific phosphotransferase enzyme I1A component (LNBGNPLD_00192)
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IMGPR_plasmid_3300053491_048297:161,815-176,084 (+)

1S30 family transposase 151252 (ODKLIEIL_00083)

¢ — H L OO A 2 o

I
IMGPR_plasmid_3300053491_048809:71,083-85,371 (-)

1S30 family transposase 151062 (IGEIFECA_00048)
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1S30 family transposase 151252 (OPKADAPK_00001)
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BopD (VF0362) (DLDBJGAA_00133)
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IMGPR_plasmid_3300053491_050188: 123,056-138,748 (-)

IMGPR_plasmid_3300053491_049816: 35,310-50,689 (+)

HTH-type transcriptional repressor PurR (OPKADAPK_00233) 234 237

IMGPR_plasmid_3300053491_048293:213,290-221,460 (+); 1-6,114 (+)

1S30 family transposase 151252 (MINGDOBA_00002)
212 1 T 34 Beta-glucoside kinase (MINGDOBA_00005) 10
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IMGPR _plasmid_3300053491 048811:190,039-198,214 (+); 1-8,606 (+)
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