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HTH-type transcriptional regulator DegA (MKLFHGMK_00156)
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EXHDE-CT—T0) — — — — 1 |
H

I
IMGPR_plasmid_3300053491_050899:130,953-143,071 (+)
62

E—ETTT—{) - — H )  —@T

I
IMGPR_plasmid_3300053491_050537:56,245-68,307 (-)
DNA-invertase hin (KEGJGNBO_00055)
54 1S6 family transposase 1S1216E (KEGJGNBO_00056)

D— {0~ —C 1< = @

I
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