
IMGPR_plasmid_3300053491_050537: 36,194-49,546 (+)

Tagatose 1,6-diphosphate aldolase (KGOHILLI_00037)

38

Lichenan permease IIC component (KGOHILLI_00039)

40

IS30 family transposase IS1252 (KGOHILLI_00041)

Tyrosine recombinase XerS (KGOHILLI_00042)
43

IS256 family transposase ISEfa13 (KGOHILLI_00044)

45

IS30 family transposase IS1252 (KGOHILLI_00046)

47
BopD (VF0362) (KGOHILLI_00048)

PTS system oligo-beta-mannoside-specific EIIA component (KGOHILLI_00049)

IMGPR_plasmid_2912413686_000006: 62,169-75,515 (-)

IS256 family transposase ISEfa13 (KEGJGNBO_00072)

IMGPR_plasmid_3300053491_049816: 50,375-63,743 (-)

IS30 family transposase IS1252 (IGEIFECA_00058)60

IMGPR_plasmid_3300053491_048806: 113,576-126,944 (-)

126128130

IMGPR_plasmid_3300053491_048807: 30,962-45,744 (+)

34
IS256 family transposase ISEfa13 (MBNFBOID_00035)

IS30 family transposase IS1252 (MBNFBOID_00037)
PTS system cellobiose-specific EIIC component (MBNFBOID_00042)

IMGPR_plasmid_3300053491_050188: 110,203-124,749 (+)

D-galactosamine-6-phosphate deaminase AgaS (DLDBJGAA_00119) 126
IS256 family transposase ISEfa13 (DLDBJGAA_00127)

128 134

IMGPR_plasmid_3300053491_048297: 172,541-188,052 (-)

Aryl-phospho-beta-D-glucosidase BglC (LNBGNPLD_00189)

PTS system cellobiose-specific EIIB component (LNBGNPLD_00190)

194
Specificity_I_00073 Type (LNBGNPLD_00196)

201

6000 nt

defence (PADLOC) virulence (VFDB)


