PRK13752.1-PRK PRK|PRK13752.1: Hg(Il)-responsive transcriptional regulator (NFO10315.0) (ODKCOPNB_00090)
Putative transposon Tn552 DNA-invertase bin3 (ODKCOPNB_00092)
MerA-TIGRFAMs TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (ODKCOPNB_00089)
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1S200/1S605 family transposase ISEfa4 (DLDBJGAA_00060)
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