Fos_BSH-NCBIFAM FosB/FosD family fosfomycin resistance bacillithiol transferase (NFO00493.1) (HGPNPINL_00324)
2-iminobutanoate/2-| |m|n0propanoate deaminase (HGPNPINL_00326)  Arsenic resistance transcriptional regulator ArsR2 (HGPNPINL_00332)

L- threonlne dehydratase catabolic TdcB (HGPNPINL_00327) PRK10026.1- PRI?FRKIPRKIOOZ(S 1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (HGPNPINL_00334)
Autoinducer 2-binding protein LsrB (HGPNPINL_OO322) Bicarbonate transporter BicA (HGPNPINL 00331)
323 | 325 | | 328 329 330 Arsenical pump membrane proteln ;J GPNPINL_00333)
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\MGPR,p\asm'\d72937552855)0001: 329,211-342,412 (+)
Homoserine/homoserine lactone efflux protein (EPPLPJMI_00319)
L-threonine dehydratase catabolic TdcB (EPPLPJMI_00320)
Isochorismate pyruvate lyase (EPPLPJMI_OO317)
Ribose import ATP-binding protein RbsA (EPPLPJMI_00312) ‘

Ribose import permease protein RbsC 318 321 323
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IMGPR_plasmid_2937544590_.000003: 334,532-350,971 (+)

arsB_Sta_pl258-NCBIFAM arsenite efflux transporter membrane subunit ArsB (NFO33877.0) (LLEAKNCP_00085)
Bicarbonate transporter BicA (LLEAKNCP,OOO§8)
90
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IMGPR _plasmid_2874401498_000004: 99,279-112,478 (-)
arsB_Sta_pl258-NCBIFAM arsenite efflux transporter membrane subunit ArsB (NFO33877.0) (IOIFJGEI_00273)
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IMGPR_plasmid_330001193%_000007: 260,591-270,502 (+)
CHL_hydrolase-NCBIFAM chloramphenicol hydrolase (NFO33149.0) (LCEJDCNK_00148)
HTH-type transcriptional regulator NimR (LCEJDCNK_00145)
HTH-type transcriptional regulator PgrR (LCEJDCNK_00143)
2-nitroimidazole transporter (LCEJDCNK_00144)
Tyrosine recombinase XerC (LCEJDCN K_00147) Melamine deaminase (LCEJDCNK_00142)
| 146 | \ | 141 L-arabinolactonase (LCEJDCNK_00140)
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IMGPR _plasmid_2791355164_000003: 168,6559,270 (-)
CHL_hydrolase-NCBIFAM chloramphenicol hydrolase (NFO33149.0) (DCOJCHOD_00336)
HTH-type transcriptional regulator NimR (DCOJCHOD_00339)
HTH- type transcriptional regulator PgrR (DCOJCHOD_00341)
2-nitroimidazole transporter ( DCOJEHOD _00340)
Tyrosine recombinase XerC (DCOJCHOD 00335) Melamine deaminase (DCOJCHOD_00342)
| 338 | \ | 343 L-arabinolactonase (DCOJCHOD_00344)
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IMGPR _plasmid_2905931062_000001: 364, 10@4,723 (+)
FosA-NCBIFAM FosA family fosfomycin resistance glutathione transferase (NF0O00221.4) (GJINOEPG_00388)
Tyrosine recombinase XerC (GJINOEPG_00389)
WYL_I_ILIN_IV_V_VI_1 (GJINOEPG_OO387)
386 | | L-amino acid N-acetyltransferase AaaT (GJINOEPG_00390)
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IMGPR_plasmid_2751185886_000001:401,792-417,086 (+)
Homoserine/homoserine lactone efflux protein (MIJHNJBP_00309)
Isochorismate pyruvate lyase (MIJHNJBP_00307) Arylesterase (MIJHNJBP_00315)
306 T 308 \ 310 316 HTH-type transcriptional regulator CdhR (MIJHNJBP_00317)
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IMGPR_plasmid_3300025728 000055: 318, 270 333,830 (+)
} 8000 nt {
defence (DefenseFinder) AMR (AMRFinderPlus)




