PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (LLEAKNCP_00084)
arsB_Sta_pl258-NCBIFAM arsenite efflux transporter membrane subunit ArsB (NFO33877.0) (LLEAKNCP_00085)
rif_monoox-NCBIFAM rifampin monooxygenase (NFO33145.1) (LLEAKNCP_00073)

Hydroperoxy fatty acid reductase gpx1 (LLEAKNCP_00072) HTH-type transcriptional regulator NimR (LLEAKNCP_00081)
HTH-type tr;ﬁa:riptic‘mal regulator PgrR (LLEAKNCP_00074) Arsenic resistance tfanscrfptional regulator ArsR2 (LLEAKNCP_00087)
HTH-type transcriptional regulator PgrR (LLEAKNCP_00079)
HTH-type transcriptional regulator DmIR (LLEAKNCP_00071) 2-nitroimidazole tr: ansporter(LLEAKNCP 00080)
L-arabinolactonase (LLEAKNCP 00076) Glycme cleavage system transcriptional actlvator(LLEAKNCP 00083)
Melamine deaminase (LLEAKNCP 00078) Bicarbonate transporter BicA (LLEAKNCP_00088)
67 68 69 70 75 | 77 | 82 || 86 | 89 90 91
I —

I
IMGPR _plasmid_2874401498 000004:83,228-105,612 (+)
rif_monoox-NCBIFAM rifampin monooxygenase (NFO33145.1) (IOIFJGEI_00285)
HTH-type transcriptional regulator NimR (IOIFJGEI_00277)
HTH-type transcriptional regulator PgrR (IOIFJGEI_00284)
‘ HTH-type transcriptional regulator PgrR (IOIFJGEI_00279)
Hydroperoxy fatty acid reductase gpx1 (IOIFJGEI_00286) 2-nitroimidazole transporter (IOIFJGEI_00278)
L-arabinolactonase (IOIFJGEI_00282) éGchine cleavage system transcriptional activator (IOIFJGEI_00275)
Melamine deaminase (IOIFJGEI_00280)
283 | 281 |

276 Bicarbonate transporter BicA (IOIFJGEI_00271)

L

PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (OHOOMGCE_00039)
rif_monoox-NCBIFAM rifampin monooxygenase (NFO33145.1) (OHOOMGCE_00050)
HTH-type transcriptional regulator NimR (OHOOMGCE_00042)
HTH-type transcriptional regulator PgrR (OHOOMGCE_00049) Glycine cleavage system transcriptional activator (OHOOMGCE_00040)
HTH-type transcriptional regulator PgrR (OHOOMGCE_00044) 2-iminobutanoate/2-iminopropanoate deaminase (OHOOMGCE_00031)
Hydroperoxy fatty acid reductase gpx1 (OHOOMGCE_00051) 2-nitroimidazole transporter (OHOOMGCE_00043) L-threonine dehydratase catabolic TdcB (OHOOMGCE_00032)

— ———
IMGPR_plasmid_3300011939_000007: 264,167-286,553 (-)

Melamine deaminase (OHOOMGCE_OOO45) Arsenical pumb membrane protein (OHOOMGCE_00038)
48 47 46 | 41 | | 33 30
X HO-D
. O
IMGPR_plasmid_3300013728_000006: 30,383-56,338 (-)
HTH-type transcriptional regulator NimR (LCEJDCNK_00126)
HTH-type transcriptional regulator Trpl (LCEJDCNK_00127)
Hydroperoxy fatty acid reductase gpx1 (LCEJDCNK_00118) Oxalate decarboxylase OxdC (LCEJDCNK_00129)
Fosmidomycin resistance protein (LCEJDCNK 00125) T Glycine cleavage system transcriptional activator (LCEJDCNK_00133)
FhuE receptor (LCEJDCNK_00119) Threonine efflux protein (LCEJDCNK_00128)
\ 120 121 122123 124 | | T | 130 131 132 Arsenical pump membrane protein (LCEJDCNK_00135)

AT

IMGPR_plasmid_2791355164_000003: 149,148-174,985 (+)
HTH-type transcriptional regulator NimR (EPPLPJMI_00332)
HTH-type transcriptional regulator CysL (EPPLPJMI_00337)
Fosmidomycin resistance protein (EPPLPJMI_00333)
338 | 336335334 | 331 330 329 Glycine cleavage system transcriptional activator (EPPLPJMI_00328)

I

IMGPR _plasmid_2937544590_000003: 344,634-367,138 (-)
HTH-type transcriptional regulator NimR (DCOJCHOD_00358)
HTH-type transcriptional regulator CysL (DCOJCHOD_00363)
HTH-type transcriptional regulator Trpl (DCOJCHOD_00357)
Fosmidomycin resistance protein (DC‘OJCH6D700359)
Hydroperoxy fatty acﬁiﬁeductase gpx1 (DCOJCHOD_00366) Threonine efflux protein (DCOJCHOD_00356) Glycine cleavage system transcriptional activator (DCOJCHOD_00351)

364 362 361 360 355 354 353 352
i A

IMGPR _plasmid_2905931062_000001: 378,394-404,227 (-)

} 10000 nt {
AMR (AMRFinderPlus)

I




