RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (LCEJDCNK_00181)
Inositol 2-dehydrogenase/D-chiro-inositol 3-dehydrogenase (LCEJDCNK_00174) Acetoin dehydrogenase operon transcriptional activator AcoR (LCEJDCNK_00188)

HTH-type transcriptional activator RhaR (LCEJ DCNK700176)‘ Homoserine/homoserine lactone efflux protein (LCEJDCNK_00197)
Multiphosphoryl transfer protein (LCEJDCNK_00173) ‘ HTH-type transcriptional regulator DmIR (LCEJDCNK_00189)
‘ ‘ Multidrug resistance protein MdtA (LCEJDCNK_00182) HTH-typé transcriptional regulator PgrR (LCEJDCNK_00190)
Major myo-inositol transporter lolT (LCEJDCNK_00175) Myo-inositol 2-dehydrogenase (LCEJDCNK_OOiSé) MicHeIe_ZA_hits_grouped (LCEJDCNK_00191)
nosose isomerase (LCEJDCNK_00177) 2-oxo-tetronate isomerase (LCEJDCNK_00185) FhuE receptor (LCEJDCNK_00195)
180 Xylitol-binding protein (LCEJDCNK_00184) 193
178 179 | | 183 D-xylose-proton symporter (LCEJDCNK_00187) 192 T 194 196

—
IMGPR_plasmid_2791355164_000003: 208,974-238,109 (+)

HTH-type transcriptional regulator DmIR (DCOJCHOD_00297)
Alcohol dehydrogenase (DCO. ]CHOD_OO298)
RcsAB (VF0571) (DCOJCHOD_00301) HTH-type transcripfional regulator PgrR (DCOJCHOD_00296)
BvgAS (VF0336) (DCOJCHOD_ 00300) | Michele_2A hits grouped (DCOJCHOD_00295)

303 302 | RcsAB (VF0571) (DCOJCHOD_00299) \ 294
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IMGPR_plasmid_2905931062_000001: 313,367-344,405 (-)
PD-T4-3__PD-T4-3 (EPPLPJMI_00284)
HTH-type transcriptional regulator deR(EPPLPJMIﬁ_OOESS) 283 282
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IMGPR _plasmid_2937544590_000003: 298,435-315,175 (-)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (IOIFJGEI_00232)
HTH-type transcriptional regulator DmIR (IOIFJGEI_00228)
Limonene hydroxylase (IOIFJGEI_00230)
Alcohol dehyarogenase (IOIFJGELOOZZ‘))
237 236 231 | | 227 226 224
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IMGPR_plasmid_3300011939_000007:214,478-232,367 (-)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (HGPNPINL_00291)
HTH-type transcriptional regulator DmIR (HGPNPINL_00288)
Limonene hydroxylase (HGPNPINL_00290)
Alcohol dehydrogenase (HGPNPINL_00289)
Nickel and cobalt resistance protein CnrA (HGPNPINL_00292) | 287 286
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IMGPR _plasmid 2937552856 _000001:286,269-304,159 (-)
Nickel and cobalt resistance protein CnrA (LLEAKNCP_00128)
Cobalt-zinc-cadmium resistance protein CzcA (LLEAKNCP_00130)
HTH-type transcriptional regulator DmIR (LLEAKNCP_00134)
Swarming motility protein SwrC (LL‘EAKNCP700129)
Limonene Hydroxylase (LLEAKNCP_00132)
Alcohol dehydrogenase (LLEAKNCP_00133)
| 131 | | 135 136

IMGPR_plasmid_2874401498_000004: 137,533-155,415 (+)
t 10000 nt |
defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)




