cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CAPCEAKP_00024)
(ﬁ)-stereoselective amidase (CAPCEAKP_00027)
Kynurenine formamidase (CAPCEAKP_00023)

Ferrochelatase (CAPCEAKP_00022) COG0640 Csa3_1_CAS-I-II-IlI-IV-V-VI (CAPCEAKP_00034)
19 31
2021 ‘ 25 26 28 29 30 [32 33 L-threo-3-hydroxyaspartate ammonia-lyase (CAPCEAKP_00035)

I
IMGPR_plasmid_2627853687_000002: 20,276-34,465 (+)

Tryptophan-specific transport protein (DIECLFJB_00146)
141 140

a—«o-dadam@E-@E—EEdaaaeD

I -
IMGPR_plasmid_2847812201_000004: 136,363-151,438 (-)
Glutathione S-transferase GST-4.5 (LEPKBMEF_00482)
(R)-stereoselective amidase (LEPKBMEF_00486)
Penicillin-binding protein 4* (LEPKBMEF_00487)
485 478 477

BE-dc{ > T H—-ada-o-b-dooH-d

I -
IMGPR _plasmid_648276708_000003:479,491-493,628 (-)
Glutathione S-transferase GST-4.5 (LJNILIBD_00062)

BE-dc-{ - T H-Ea-5-0-dmo-H-d

I -
IMGPR_plasmid_3300031133_000056: 53,745-67,882 (+)
Fos_BSH-NCBIFAM FosB/FosD family fosfomycin resistance bacillithiol transferase (NFO00493.1) (JLKKKFEN_00260)
276 RcsAB (VF0571) (JLKKKFEN_00270)
275 Dsr_l_Dsr1 (JLKKKFEN_00272) RcsAB (VF0571) (JLKKKFEN_00268) 261
Ferrochelatase 280 277 | 274 273 271 BvgAS (VF0336) (JLKKKFEN_00269) 267 262]
| I -H -

I
IMGPR_plasmid_2876571425_000005:271,247-302,791 (-)
I 10000 nt |
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




