ShosTA__ShosT (AHKNBGPA_00054) letA_00002 (AHKNBGPA_00059)

51 52 54 55 56 57 59
I I
IMGPR_plasmid_3300029398_000068: 56,208-65,499 (+)
4 3 letA_ 00002 (GCALFEAP_00002) 1
— I
IMGPR_plasmid_3300029401_000076: 6-10,731 (-)
CBASS__AG_E1_ThiF ThiF family (NCCENKGK_00002)
Thiamine-phosphate synthase (NCCENKGK_00003)
letA_00002 (NCCENKGK_00011) 2-iminoacetate synthase (NCCENKGK_OOOOi)
13 12 DNA primase (NCCENKGK_00010) 9 8 7 6 5 4 \
E4———L {1 da L —-OdHOD—{-C

—
IMGPR_plasmid_3300000293 000044: 24-16,991 (-)

DrmD_00013 DrmD (OMIBCCOP_00058)
1521 family transposase ISPpu7 (OMIBCCOP_00057) 59 60

Ed4—OE{TTD— T O —-@RE

I I
IMGPR_plasmid_3300008491_000075: 56,636-64,351 (+)
1S21 family transposase ISPpu7 (FEKJHKAL_00001)
[
Ed—— A \ )
—
IMGPR_plasmid_7000000300_000013: 158-5,890 (-)

PDC-M31B_WP_015946990.1 (LJDIMOMP_00056)
HEC-01A_WP_211640766.1 (LJIDIMOMP_00055)
57 ‘ DNA primase (LJDIMOMP_00054) 53 52 51 50 48 47 46 45 44 43 42

O———O & e K K]—GG—D—:X]—[D—I:»—D—G

\MGPR,D\asm\d733000297627000053 46,674-63, 737( )
AbiD__AbiD (AJLKABMC_00010)

12T DNA primase (AJLKABMC_00009) 8 7 6 3
I I
IMGPR_plasmid_3300030029_000041:3-13,386 (-)

PDC-M31B_WP_015946990.1 (BJKPDBKM_00008)
HEC-01A_WP_211640766.1 (BJKPDBKM_00007)

9 \ DNA primase (BJKPDBKM_00006) 5 4 3 2 BSH (VF0350) (BJKPDBKM_00001)

I L ——————— I

IMGPR_plasmid_330000673%_000032:651-12,879 (-)
Menshen__NsnA (NCOJFMBJ_00056)
AbiLi-1 AbiLi (NCOJFMBJ_00058)
55 AbiLii-1 AbiLii (NCOJFMBJ_00057) DNA primase (NCOJFMBJ_00059) 60 61 62

I 1
IMGPR_plasmid_3300029475_000034: 56,277-69,124 (+)
} 6000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




