
IMGPR_plasmid_3300029246_000070: 112-7,456 (+)

putative RNA methyltransferase (BNJBKNFD_00001)

2
DS-15__DS-15A (BNJBKNFD_00003)

Nucleoid occlusion protein (BNJBKNFD_00004)

5 6

IMGPR_plasmid_3300008272_000061: 32-9,069 (+)

1 2 3

IMGPR_plasmid_3300029362_000086: 3,031-10,302 (+)

3 8

IMGPR_plasmid_3300027374_000106: 28,182-37,016 (-)

32

IMGPR_plasmid_3300014544_000024: 26,227-38,023 (-)

Pyruvate, phosphate dikinase (MMPGIPPO_00030)313233

IMGPR_plasmid_3300029099_000067: 27-13,372 (+)

Type_V_V_U3 Cas12 (IAHMNIJH_00001)
GajB_00012 UrvD (IAHMNIJH_00002)

gcu167__gcu167B (IAHMNIJH_00003)

4 putative RNA methyltransferase (IAHMNIJH_00005)

IMGPR_plasmid_3300029850_000046: 256-12,219 (+)

Endonuclease MutS2 (MDFHPEMC_00001)
2

3'-5' exoribonuclease YhaM (MDFHPEMC_00003)

4 23S rRNA (uracil(1939)-C(5))-methyltransferase RlmD (MDFHPEMC_00005)

IMGPR_plasmid_3300029778_000063: 2-8,854 (+)

Transcriptional regulator MntR (IGFHLOPC_00001)
2 6

IMGPR_plasmid_3300007641_000051: 1,125-12,242 (+)

3 Tyrosine recombinase XerC (IHNNDNKB_00005)

IMGPR_plasmid_3300029364_000076: 235-12,618 (+)

1 2
FeoAB (VF0160) (GBIMDNGL_00003)

4 5 Transcriptional regulator MntR (GBIMDNGL_00006)

IMGPR_plasmid_3300029010_000031: 231-11,666 (+)

1 2 3 Nucleoid occlusion protein (OEOAEBIC_00004)

IMGPR_plasmid_3300029433_000064: 38-9,667 (+)

putative RNA methyltransferase (JKBOMKOC_00001)
2 3 8

IMGPR_plasmid_3300029335_000056: 941-8,987 (+)

1

IMGPR_plasmid_3300029532_000070: 78-20,827 (+)

IS3 family transposase ISEfa10 (GLOIFEFB_00001)
IS3 family transposase ISEfa10 (GLOIFEFB_00002)

3 4
Transcription-repair-coupling factor (GLOIFEFB_00005)

Peptidyl-tRNA hydrolase (GLOIFEFB_00006)

7

anti-NARP (APIS174) (GLOIFEFB_00008)
Bifunctional protein GlmU (GLOIFEFB_00009)

Pyruvate, phosphate dikinase (GLOIFEFB_00010)

IMGPR_plasmid_3300014545_000043: 25,600-42,692 (-)

23S rRNA (uracil-C(5))-methyltransferase RlmCD (GGEFKEGD_00031)32

Coenzyme A biosynthesis bifunctional protein CoaBC (GGEFKEGD_00033)

Aspartate 1-decarboxylase (GGEFKEGD_00034)

PanC/PanD (VF0319) (GGEFKEGD_00035)

3-methyl-2-oxobutanoate hydroxymethyltransferase (GGEFKEGD_00036)

37

Inosine-5'-monophosphate dehydrogenase (GGEFKEGD_00038)

CheY-P phosphatase CheX (GGEFKEGD_00039)

40

8000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)


