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IMGPR_plasmid_3300029119_000023: 29-4,725 (+)

!

IMGPR_plasmid_3300029343_.000070: 18-9,135 (+)

i

IMGPR_plasmid_3300029587_000053: 111-6,391 (+)

'

IMGPR _plasmid_3300029573_000079: 37-5,300 (+)

[
o

IMGPR_plasmid_3300029852_000056: 10,018-15,276 (-)

'H

IMGPR_plasmid_3300029700_000051:53-4,598 (+)
1

N

IMGPR _plasmid_3300029875_000058: 12,549-17,091 (-)
DNA mismatch repair protein MutS (FDOPAKIA_00001) 2 3

IMGPR_plasmid_3300014794_000024: 67-15,427 (+)
17

IMGPR_plasmid_3300000276_000052: 10,173-16,233(-)
1 2

IMGPR_plasmid_3300029415_000029: 97-5,459 (+)
20 16

IMGPR_plasmid_3300023502_000022: 12,020-16,788 (-)

!H

IMGPR_plasmid_3300029619_000037: 40-4,746 (+)

putative HTH-type transcriptional regulator (CJNBBKAF_00021)
23 22 20

!4

IMGPR_plasmid_3300008100_000037: 12,042-20,601 (-)

putative HTH-type transcriptional regulator (BCIJLBDM_00018)
20 19 17
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IMGPR_plasmid_3300029542_000050: 11,249-20,100 (-)

putative HTH-type transcriptional regulator (FMFPCJKA_00023)
24 22

IMGPR _plasmid_3300029570_000059: 14,321-20,759 (-)
putative HTH-type transcriptional regulator (HDCGOJNO_00021)
24 23 22
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IMGPR_plasmid_3300007921_000037: 12,042-22,361 (-)
22

IMGPR plasmid_3300029257_000047: 13,760-18,566 (-)
putative HTH-type transcriptional regulator (OOPKHJKB_00001)
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IMGPR_plasmid_3300029711_000077: 345-5,593 (+)

putative HTH-type transcriptional regulator (PCPAEJAE_00022)
23 21
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IMGPR_plasmid_3300029559_000025: 12,551-18,498 (-)
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IMGPR_plasmid_3300029247_000035: 29-4,899 (+)
17

IMGPR _plasmid_3300039314_000042: 10,353-15,365 (-)
DNA mismatch repair protein MutS (OJOALDLM_00001) 2

IMGPR_plasmid_3300000297_000023: 66-13,039 (+)
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IMGPR _plasmid_3300008571_000031: 10,140-16,361 (-)

I

IMGPR_plasmid_3300023488_000020: 150-6,371 (+)

HEase_00017 homing (OIMDNPDI_00024)
25

e ——
IMGPR_plasmid_3300029737_000085: 17,275-28,205 (-)

HEase_00017 homing (HAEPMKIK_00004)
1 3 5

IMGPR_plasmid_3300029748_000110:47-13,809 (+)
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IMGPR_plasmid_3300029058_000070: 7-6,473 (+)
18 15

IMGPR_plasmid_3300029729_000067: 9,548-15,666 (-)
17

IMGPR_plasmid_3300030035_000116: 9,906-16,499 (-)

}

IMGPR_plasmid_3300007361_000043: 143-5,890 (+)

l

IMGPR_plasmid_3300029881_000055: 26-7,630 (+)
putative HTH-type transcriptional regulator (ENDEFCOB_00020)
19

{

IMGPR_plasmid_3300029445_000087:10,613-16,238 (-)
DNA mismatch repair protein MutS (INDJLOLB_00001)
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IMGPR_plasmid_3300029251_000033:54-14,978 (+)
17

IMGPR_plasmid_3300029608_000033: 11,208-15,867 (-)
1 2 3 4 5

IMGPR_plasmid_3300006312_000041:4-7,350 (+)
6000 nt 1

defence (PADLOC)



