
IMGPR_plasmid_3300029579_000063: 119-8,339 (+)

1 2 3 4
Sortase B (VF0789) (DCLBBMMO_00005)

6 7 8

IMGPR_plasmid_3300029250_000139: 8,156-14,239 (-)

1516

IMGPR_plasmid_3300029729_000067: 13-5,352 (+)

1

IMGPR_plasmid_3300029584_000057: 7,635-12,284 (-)

15

IMGPR_plasmid_3300029570_000059: 936-9,355 (+)

1 2 3 MTase_II_00173 Type (FMFPCJKA_00008)

IMGPR_plasmid_3300029559_000025: 89-7,579 (+)

1 2

IMGPR_plasmid_3300023505_000033: 9,363-19,586 (-)

192021222324

IMGPR_plasmid_3300029257_000047: 257-8,783 (+)

1
capH (OAGJLEHG_00002)

3 4 5

IMGPR_plasmid_3300029853_000043: 47-7,551 (+)

1 2 3

IMGPR_plasmid_3300029700_000051: 8,730-18,853 (-)

1213181920
capH (GOFGFGDF_00021)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (GOFGFGDF_00022)

IMGPR_plasmid_3300029737_000085: 1,176-12,296 (+)

MTase_I_00005 Type (OIMDNPDI_00001)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (OIMDNPDI_00002)

Specificity_I_00013 Type (OIMDNPDI_00003)
4

Retron_VI__HTH (OIMDNPDI_00005)

6

IMGPR_plasmid_3300029247_000035: 8,250-20,242 (-)

16

Retron_VI__HTH (JIPODALP_00017)

18
Specificity_I_00027 Type (JIPODALP_00019)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (JIPODALP_00020)

MTase_I_00005 Type (JIPODALP_00021)

IMGPR_plasmid_3300029058_000070: 10,671-18,169 (-)

18
Retron_VI__HTH (BJCPKJMK_00019)

2021

IMGPR_plasmid_3300000297_000023: 17,235-24,133 (-)

18
Retron_VI__HTH (OJOALDLM_00019)

20

IMGPR_plasmid_3300029342_000086: 10,111-23,313 (-)

18
Retron_VI__HTH (IPEIOLKB_00019)

2021RM__Type_I_REases_FAM_0.einsi_trimmed (IPEIOLKB_00022)
Specificity_I_00027 Type (IPEIOLKB_00023)

IMGPR_plasmid_3300029875_000058: 102-8,417 (+)

1 2
Retron_VI__HTH (GAAAELOD_00003)

4 7

IMGPR_plasmid_3300029881_000055: 10,979-20,222 (-)

HTH-type transcriptional activator mta (JGEKDKHK_00016)19
Retron_VI__HTH (JGEKDKHK_00020)

21

IMGPR_plasmid_3300023502_000022: 2,015-11,232 (+)

MTase_II_00173 Type (OLNKJJAM_00006) 9 10 11 12

IMGPR_plasmid_3300029484_000046: 5,143-14,358 (-)

MTase_II_00173 Type (FAJNBELD_00014)

IMGPR_plasmid_3300023502_000048: 7,963-14,144 (-)

HTH-type transcriptional activator mta (FCNFPINK_00015)

IMGPR_plasmid_3300008096_000126: 1,635-7,813 (+)

HTH-type transcriptional activator mta (MBMACLGM_00003)

IMGPR_plasmid_3300029445_000087: 2,131-9,708 (+)

6 Protein VirD4 (ENDEFCOB_00010)

IMGPR_plasmid_3300035646_000040: 6,032-13,375 (-)

121415

IMGPR_plasmid_3300014794_000024: 17,220-25,442 (-)

14HTH-type transcriptional activator mta (FDOPAKIA_00019)

IMGPR_plasmid_3300029340_000039: 22-8,650 (+)

Transcription-repair-coupling factor (ONGAACKK_00001)
Foldase protein PrsA (ONGAACKK_00002) 3 4

5000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


