
IMGPR_plasmid_2648501186_000009: 41-14,951 (+)

F1 capsule-anchoring protein (KCKLFEMP_00001)

2 3 4 5 6 7

PDC-S67_WP_013220863.1 (KCKLFEMP_00008)
Tyrosine recombinase XerC (KCKLFEMP_00009)

10

Signal recognition particle 54 kDa protein (KCKLFEMP_00011)
Plasmid segregation protein ParM (KCKLFEMP_00012)

13
Protein UmuC (KCKLFEMP_00014)

Protein UmuD (KCKLFEMP_00015)

16 17

MTase_II_00014 Type (KCKLFEMP_00018)

19
20 21 22

anti-RM (APIS037) (KCKLFEMP_00023)

IMGPR_plasmid_2778261171_000001: 48,823-62,304 (-)

52545559

Protein UmuD (JGKIONEK_00060)

Protein UmuC (JGKIONEK_00061)
62

Plasmid segregation protein ParM (JGKIONEK_00063)
Signal recognition particle 54 kDa protein (JGKIONEK_00064)

65

Tyrosine recombinase XerC (JGKIONEK_00066)

DS-33__DS-33 (JGKIONEK_00067)

68
69

70
71

IMGPR_plasmid_2724679172_000002: 589-6,240 (+)

1
Protein UmuD (IIAJGNND_00002)

3 7

IMGPR_plasmid_2534682052_000001: 944-6,548 (+)

1
Protein UmuD (AEKNKOFH_00002)

3

IMGPR_plasmid_2651869830_000002: 49,414-54,886 (-)

59
Protein UmuD (DIHGPIGA_00060)
61

IMGPR_plasmid_2703719347_000003: 48,305-53,247 (-)

5859
Protein UmuD (BAOGLFLA_00060)
61

IMGPR_plasmid_2548876528_000001: 8-9,364 (+)

Transposon Tn3 resolvase (MHJLLLEM_00001)
Beta-lactamase TEM (MHJLLLEM_00002)

3 4
Protein UmuC (MHJLLLEM_00005)

Protein UmuD (MHJLLLEM_00006)

7

IMGPR_plasmid_3300029516_000005: 185-7,987 (+)

1 2
Protein UmuC (NKKDABPM_00003)
Protein UmuD (NKKDABPM_00004)

5

IMGPR_plasmid_2778261179_000001: 330-20,570 (+)

IS1 family transposase IS1X2 (LODPMOGO_00001)

2 3 4 5 6
Colicin Ia (VF1183) (LODPMOGO_00007)

8 9 10 11 12

DS-33__DS-33 (LODPMOGO_00013)

Tyrosine recombinase XerC (LODPMOGO_00014)

15 16

Plasmid segregation protein ParM (LODPMOGO_00017)

18
Protein UmuC (LODPMOGO_00019)

Protein UmuD (LODPMOGO_00020)

21 23

IMGPR_plasmid_2737471847_000001: 41,953-55,928 (-)

454651

Protein UmuD (MAFKIFCM_00052)
Protein UmuC (MAFKIFCM_00053)

54

Plasmid segregation protein ParM (MAFKIFCM_00055)

5657

Tyrosine recombinase XerC (MAFKIFCM_00058)

59606162

IMGPR_plasmid_2713897296_000001: 48,275-63,311 (-)

57

Protein UmuD (JBHMHDFN_00058)
Protein UmuC (JBHMHDFN_00059)

60

Plasmid segregation protein ParM (JBHMHDFN_00061)

6263

Tyrosine recombinase XerC (JBHMHDFN_00064)

65

66
67

6869
70

Colicin Ia (VF1183) (JBHMHDFN_00071)

IMGPR_plasmid_2724678948_000001: 48,273-60,380 (-)

57

Protein UmuD (NJLMCDKD_00058)
Protein UmuC (NJLMCDKD_00059)

60

Plasmid segregation protein ParM (NJLMCDKD_00061)

6263

Tyrosine recombinase XerC (NJLMCDKD_00064)

6566

tRNA(fMet)-specific endonuclease VapC (NJLMCDKD_00067)

IMGPR_plasmid_2737471817_000002: 44,438-57,781 (-)

53

Protein UmuD (OBLDPOFL_00054)
Protein UmuC (OBLDPOFL_00055)

56

Plasmid segregation protein ParM (OBLDPOFL_00057)

5859

Tyrosine recombinase XerC (OBLDPOFL_00060)

61626364

SMR_qac_FL-NCBIFAM QacF/QacL family quaternary ammonium compound efflux SMR transporter (NF000067.2) (OBLDPOFL_00065)

IMGPR_plasmid_2706794685_000002: 49,779-58,715 (-)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (MNKFIFJJ_00051)
HEase_00017 homing (MNKFIFJJ_00052)

53545859

IMGPR_plasmid_2619619128_000002: 212-6,488 (+)

34 5

IMGPR_plasmid_2654587711_000002: 12,118-19,270 (+)

14
Plasmid segregation protein ParM (CBBEICKF_00015)

16 18

IMGPR_plasmid_2531839383_000001: 47,813-52,611 (-)

56

IMGPR_plasmid_2737471862_000002: 52,516-58,775 (-)

5560

IMGPR_plasmid_2588253819_000001: 21-17,809 (+)

1 2 3 4 5 6
Colicin Ia (VF1183) (HKGDPODK_00007)

8 9 10 11 12

Tyrosine recombinase XerC (HKGDPODK_00013)

14 15

Plasmid segregation protein ParM (HKGDPODK_00016)

17
18

19

IMGPR_plasmid_2588253824_000001: 90-20,507 (+)

Tn3 family transposase TnAs3 (GIGPEGPB_00001)

2 3 4 5 6 7
Colicin Ia (VF1183) (GIGPEGPB_00008)

9 1011 12 13

Tyrosine recombinase XerC (GIGPEGPB_00014)

15 16

Plasmid segregation protein ParM (GIGPEGPB_00017)

18
19

20

IMGPR_plasmid_2588253818_000001: 50,992-68,779 (-)

58
59

60

Plasmid segregation protein ParM (NKBMGCGH_00061)

62

Tyrosine recombinase XerC (NKBMGCGH_00063)

64656667
68

Colicin Ia (VF1183) (NKBMGCGH_00069)

707172
73

74

75

IMGPR_plasmid_2588253810_000001: 1-21,173 (+)

Serine recombinase PinR (BCJNKIIK_00001)

Tn3 family transposase TnAs3 (BCJNKIIK_00002)
3 4 5 6 7 8

Colicin Ia (VF1183) (BCJNKIIK_00009)

10
11

12 13 14

Tyrosine recombinase XerC (BCJNKIIK_00015)

16 17

Plasmid segregation protein ParM (BCJNKIIK_00018)

19
20

21

IMGPR_plasmid_2516143027_000002: 9-17,795 (+)

1 2 3 4 5 6
Colicin Ia (VF1183) (IBMAFJMG_00007)

8 9 10 11 12

Tyrosine recombinase XerC (IBMAFJMG_00013)

14 15

Plasmid segregation protein ParM (IBMAFJMG_00016)

17
18

IMGPR_plasmid_2534682111_000001: 50,995-72,738 (-)

59
60

61

Plasmid segregation protein ParM (DGEKKOBG_00062)

6364

Tyrosine recombinase XerC (DGEKKOBG_00065)

66676869
70

Colicin Ia (VF1183) (DGEKKOBG_00071)

7273
74

75
76

77

IS110 family transposase IS4321R (DGEKKOBG_00078)

Tn3 family transposase TnAs3 (DGEKKOBG_00079)

IMGPR_plasmid_2588253820_000002: 50,982-68,767 (-)

61
62

63
64

Plasmid segregation protein ParM (KMKAMPJE_00065)

6667

Tyrosine recombinase XerC (KMKAMPJE_00068)

69707172
73

Colicin Ia (VF1183) (KMKAMPJE_00074)

7576
77

78
79

80

IMGPR_plasmid_2588253806_000001: 48,281-85,889 (-)

56
57

58

Plasmid segregation protein ParM (DHOGILND_00059)

6061

Tyrosine recombinase XerC (DHOGILND_00062)

63646566
67

Colicin Ia (VF1183) (DHOGILND_00068)

697071
72

73

74

Tn3 family transposase TnAs3 (DHOGILND_00075)
DNA-invertase hin (DHOGILND_00076)

77

Tyrosine recombinase XerC (DHOGILND_00078)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (DHOGILND_00079)

AAC_3_II-NCBIFAM AAC(3)-II family aminoglycoside N-acetyltransferase (NF033080.0) (DHOGILND_00080)

10 kDa chaperonin (DHOGILND_00081)

Hsp60 (VF0159) (DHOGILND_00082)
83

IS256 family transposase ISEc58 (DHOGILND_00084)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (DHOGILND_00085)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (DHOGILND_00086)

87

DrmD_00013 DrmD (DHOGILND_00088)

89
TnsC_0_V-K (DHOGILND_00090)

91

IMGPR_plasmid_2588253812_000004: 244-26,550 (+)

1

10 kDa chaperonin (BMJCOHGE_00002)

AAC_3_II-NCBIFAM AAC(3)-II family aminoglycoside N-acetyltransferase (NF033080.0) (BMJCOHGE_00003)
ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (BMJCOHGE_00004)

Tyrosine recombinase XerC (BMJCOHGE_00005)

6
DNA-invertase hin (BMJCOHGE_00007)

Tn3 family transposase TnAs3 (BMJCOHGE_00008)

9 10
11

12 13 14

Colicin Ia (VF1183) (BMJCOHGE_00015)

16
17

18 19 20

Tyrosine recombinase XerC (BMJCOHGE_00021)

22 23

Plasmid segregation protein ParM (BMJCOHGE_00024)

25
26

27

IMGPR_plasmid_2537562091_000005: 17-34,126 (+)

1
IS6 family transposase IS26 (KLCDECDB_00002)

3

3-phenylpropionate-dihydrodiol/cinnamic acid-dihydrodiol dehydrogenase (KLCDECDB_00004)

5 6

Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (KLCDECDB_00007)

IS256 family transposase IS406 (KLCDECDB_00008)

SMR_qac_pB8-NCBIFAM Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NF000148.1) (KLCDECDB_00009)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (KLCDECDB_00010)
FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NF000219.1) (KLCDECDB_00011)

ANT_3pp_AadA3-NCBIFAM ANT(3'')-Ia family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (KLCDECDB_00012)

13

mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NF041759.1) (KLCDECDB_00014)

Tyrosine recombinase XerC (KLCDECDB_00015)

16
DNA-invertase hin (KLCDECDB_00017)

Tn3 family transposase TnAs3 (KLCDECDB_00018)

19

20
21

22 23 24

Colicin Ia (VF1183) (KLCDECDB_00025)

26
27

28 29 30

Tyrosine recombinase XerC (KLCDECDB_00031)

32 33

Plasmid segregation protein ParM (KLCDECDB_00034)

35
36

37

IMGPR_plasmid_2588253821_000002: 45,867-56,036 (-)

54
55

56

Plasmid segregation protein ParM (LIIBIAEC_00057)

5859

Tyrosine recombinase XerC (LIIBIAEC_00060)

6162

10000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)


