putative succinyl-CoA:3-ketoacid coenzyme A transferase subunit B (KLJKPFPH_00190)
putative succinyl-CoA:3-ketoacid coenzyme A transferase subunit A (KLJKPFPH_00191)
‘ Validoxylamine A 7'-phosphate phosphatase (KLJKPFPH_00198)

HTH-type transcriptional regulator CynR (KLJKPFPH_00192) HTH-type transcriptional activator Rha$S (KLJKPFPH_00203)
4-hydroxybenzoate transporter PcaK (KLJKPFPH_00199,
putative oxidore uctase/MSMEI 2347 (KLJKPFPH_00193) Michele_l/—\_hits_grouped(KLJKPFPH_OOZOZ)
Putative short-chain fatty amansporter (KLJKPFPH_00189) Proline/betaine transporter (KLJKPFPH_00206)
Cell division inhibitor SulA (KLJKPFPH_00196) Hippurate hydrolase (KLJKPFPH_00207)
LexA repressor (KLJKPFPH_00197) \Prot in RhsD (KLJKPFPH_00208)
Error-prone DNA polymerase (KLJKPFPH_001§4) J tRNA-Ala(cgc) Acylamidase (KLJKPFPH_00205) Putative deoxyribonuclease RhsC (KLJKPFPH_00210)
Protein ImuB (KLJKPFPH_00195) 200 I | | 203 | 208
1 —
IMGPR_plasmid_3300027296_000138:205,658-231,513 (+)
Validoxylamine A 7'-phosphate phosphatase (DEOAMJDG_00144)
HTH-type transcriptional activator RhaS (DEOAMJDG_00149)
4-hydroxybenzoate transporter PcaK (DEOAMJDG,0014§)
Michele_1A_hits_grouped (DEOAMJDG_00148)
Cell division inhibitor SulA (DEOAMJDG‘_00142) Proline/betaine transporter (DEOAMJDG_00152)
LexA repressor (DEOAMJDG_00143) ‘ Hippurate hydrolase (DEOAMJDG_00153)
Error-prone DNA polymerase (DEOAMJDG_00140) J) —E Acylamidase (DEOAMJDG 00151)
Protein ImuB (DEOAMJDG_00141) 146 ‘ 149 ‘ Protein RhsD (DEOAMJDG_00154)
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IMGPR_plasmid_2700989465_000028: 146,118-169,429 (+)
Validoxylamine A 7'-phosphate phosphatase (HMMFAPHD_00205)
HTH-type transcriptional activator RhaS (HMMFAPHD_00210)
4-hydroxybenzoate transporter Pcak (HMMFAPHD _ 00206)
Cell division inhibitor SuIA(HMMFAPHD 00203) Prollne/betalne transporter (HMMFAPHD_00213)
Mlchele_lA_hits_grouped (HMMFAPHD 00209) Putative deoxyribonuclease RhsC (HMMFAPHD_00221)
LexA repressor (HMMFAPHD_b0204) ‘ Hippurate hydrolase (HMMFAPHD_00214)
Error-prone DNA polymerase (HMMFAPHD_00201) L Acylamidase (HMMFAPHD 00212) Protein RhsD (HMMFAPHD_00219)
Protein ImuB (HMMFAPHD_00202) 207 | 210 | 214 215 216 217 219 |
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IMGPR_plasmid_3300032132_000143: 204,585-236,443 (+) ¥
Validoxylamine A 7'-phosphate phosphatase (EPNKLLNJ_00012)
HTH-type transcriptional activator RhaS (EPNKLLNJ_00007)
4-hydroxybenzoate transporter PcaK (EPNKLLNJ_00011

HTH-type transcriptional regulator SutR (EPNKLLNJ_00021) ‘ Michele_1A_hits_grouped (EPNKLLNJ_00008)
Cell division inhibitor SulA (EPNKLLNJ_‘00014) Proline/betaine transporter (EPNKLLNJ_00004)
LexA repressor (EPNKLLNJ_00013) | Hippurate hydrolase (EPNKLLNJ_00003)
Error-prone DNA polymerase (EPNKLLNJ,OOO‘lé) J Acylamidase (EPNKLLNJ 00005)
Protein ImuB (EPNKLLNJ_00015) 9 | 6 \ 2 1
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IMGPR_plasmid_3300013646_000032: 961-23,580 (-)
205

IMGPR_plasmid_3300034110_000273:211,756-217,274 (+)
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