
IMGPR_plasmid_3300034283_000007: 125-13,145 (+)

1 RtxA (VF0482) (LAOBOCMM_00002)

Hemolysin secretion protein D, chromosomal (LAOBOCMM_00003)
Outer membrane protein A (LAOBOCMM_00004)

5

Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (LAOBOCMM_00006)

Adaptive-response sensory-kinase SasA (LAOBOCMM_00007)
Thiol:disulfide interchange protein DsbD (LAOBOCMM_00008)

9 10 11

IMGPR_plasmid_3300047094_000033: 11,638-24,658 (-)

Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (GHGAJDGA_00020)21
Outer membrane protein A (GHGAJDGA_00022)

Hemolysin secretion protein D, chromosomal (GHGAJDGA_00023)

RtxA (VF0482) (GHGAJDGA_00024)25

IMGPR_plasmid_3300042519_000004: 131-14,759 (+)

Bifunctional hemolysin/adenylate cyclase (FPOLAFNI_00001)
RtxA (VF0482) (FPOLAFNI_00002)

Hemolysin secretion protein D, chromosomal (FPOLAFNI_00003)
Outer membrane protein A (FPOLAFNI_00004)

5 Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (FPOLAFNI_00006)

IMGPR_plasmid_3300042451_000008: 131-5,808 (+)

1 2 7

IMGPR_plasmid_3300042864_000025: 9,943-15,620 (-)

1718

5000 nt

defence (DefenseFinder) virulence (VFDB)


