
IMGPR_plasmid_2898288877_000003: 150-2,802 (+)

1 2 3 4 5 6

IMGPR_plasmid_2924343080_000006: 31,401-34,579 (-)

IS256 family transposase IS1201 (AABIHPJP_00047)

IMGPR_plasmid_2921767876_000004: 31,786-34,804 (-)

48
IS5 family transposase ISCaa8 (FNDEIPOJ_00049)

IMGPR_plasmid_2937321837_000001: 54,696-55,904 (+); 1-4,684 (+)

IS3 family transposase IS153 (BEEPAPLI_00001)

IS110 family transposase ISSsu7 (BEEPAPLI_00002) 7
IS3 family transposase ISBce13 (BEEPAPLI_00067)

IMGPR_plasmid_3300014747_000014: 53,646-61,983 (-)

IS110 family transposase ISSsu7 (MEMNADMA_00064)

Streptodornase (VF1068) (MEMNADMA_00065)
Sortase A (VF1048) (MEMNADMA_00067)

68

H(+)/Cl(-) exchange transporter ClcA (MEMNADMA_00069)

70

IMGPR_plasmid_2519899845_000003: 28,875-43,273 (-)

4243444546474849
DNA polymerase IV (OPNLMKEC_00050)

5152

DS-15__DS-15A (OPNLMKEC_00053)

545556

IMGPR_plasmid_2898219036_000004: 3,424-16,770 (-)

9101112131617
DS-15__DS-15A (GGNIADOC_00018)

IMGPR_plasmid_2563366599_000001: 22-17,906 (+)

1 2 3 4 5

IS5 family transposase ISCaa8 (GDIBDKOK_00006)
ISL3 family transposase IS1165 (GDIBDKOK_00007)

Xylose isomerase (GDIBDKOK_00008)
N-acetylmannosamine kinase (GDIBDKOK_00009)

PTS system mannose-specific EIIAB component (GDIBDKOK_00010)
PTS system sorbose-specific EIIB component (GDIBDKOK_00011)

PTS system mannose-specific EIID component (GDIBDKOK_00012)
PTS system sorbose-specific EIIC component (GDIBDKOK_00013)

14

IS6 family transposase ISLmo3 (GDIBDKOK_00015)
16

17

7000 nt

defence (DefenseFinder) virulence (VFDB)


