
IMGPR_plasmid_3300024951_000001: 24,224-47,159 (+)

Protein TraI

Conjugal transfer protein TraG (JDNDDJKN_00029)

30
DNA topoisomerase 3 (JDNDDJKN_00031)

Protein TraD (JDNDDJKN_00032) 33 34
TnsC_0_V-K (JDNDDJKN_00035)

36

DNA-invertase hin (JDNDDJKN_00037)
PlcR-PapR quorum sensing (VF0660) (JDNDDJKN_00038)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (JDNDDJKN_00039)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (JDNDDJKN_00040)

MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (JDNDDJKN_00041)
transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (JDNDDJKN_00042)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (JDNDDJKN_00043)

Mercuric transport protein MerT (JDNDDJKN_00044)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (JDNDDJKN_00045)

46 47
shah_acc_0212 SNc+LTD (JDNDDJKN_00048)

Type IV secretion system putative outer membrane lipoprotein/BS1330_II0058 (JDNDDJKN_00049)

50 51 52

IMGPR_plasmid_3300004249_000002: 23,208-46,143 (-)

31

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (MJFBNPDG_00032)

Mercuric transport protein MerT (MJFBNPDG_00033)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (MJFBNPDG_00034)

transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (MJFBNPDG_00035)
MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (MJFBNPDG_00036)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (MJFBNPDG_00037)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (MJFBNPDG_00038)

PlcR-PapR quorum sensing (VF0660) (MJFBNPDG_00039)
DNA-invertase hin (MJFBNPDG_00040)

41
TnsC_0_V-K (MJFBNPDG_00042)

43

IMGPR_plasmid_3300024909_000001: 45,561-57,478 (+); 1-11,145 (+)

1 2
DNA-invertase hin (MIGJHCGC_00003)

PlcR-PapR quorum sensing (VF0660) (MIGJHCGC_00004)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (MIGJHCGC_00005)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (MIGJHCGC_00006)

MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (MIGJHCGC_00007)
transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (MIGJHCGC_00008)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (MIGJHCGC_00009)

Mercuric transport protein MerT (MIGJHCGC_00010)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (MIGJHCGC_00011)

1263

IMGPR_plasmid_3300024920_000001: 45,342-57,478 (+); 1-10,926 (+)

1 2
DNA-invertase hin (NMOGJEIO_00003)

PlcR-PapR quorum sensing (VF0660) (NMOGJEIO_00004)

PRK13747.1-PRK PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (NMOGJEIO_00005)

coreg_MerD-NCBIFAM mercury resistance co-regulator MerD (NF033783.1) (NMOGJEIO_00006)

MerA-TIGRFAMs TIGRFAMs: mercury(II) reductase (TIGR02053.1) (NMOGJEIO_00007)
transport_merC-NCBIFAM organomercurial transporter MerC (NF033784.1) (NMOGJEIO_00008)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (NMOGJEIO_00009)

Mercuric transport protein MerT (NMOGJEIO_00010)

PRK13752.1-PRK PRK|PRK13752.1: Hg(II)-responsive transcriptional regulator (NF010315.0) (NMOGJEIO_00011)

1263 64

IMGPR_plasmid_2907994708_000001: 2,232-18,552 (+)

Putative transposon Tn552 DNA-invertase bin3 (ELBAJADP_00007)

8
DruM2_00003 DNA (ELBAJADP_00009)

REase_II_00103 Type (ELBAJADP_00010)

11 15

IMGPR_plasmid_3300005660_000008: 31,022-46,332 (+)

47

putative endoribonuclease MazF (LKBFODPF_00048)
DNA-invertase hin (LKBFODPF_00049)

50 51 52 MTase_I_00002 Type (LKBFODPF_00053)

IMGPR_plasmid_3300038804_000005: 95-13,773 (-)

123
DNA-invertase hin (CIIPHBNH_00004)

putative endoribonuclease MazF (CIIPHBNH_00005)

6

IMGPR_plasmid_3300028898_000007: 31,400-52,155 (+)

48

putative endoribonuclease MazF (ODBCNABN_00049)
DNA-invertase hin (ODBCNABN_00050)

51 52 53
MTase_I_00002 Type (ODBCNABN_00054)

Specificity_I_00015 Type (ODBCNABN_00055)

RM__Type_I_REases_FAM_0.einsi_trimmed (ODBCNABN_00056)

57
Tn3 family transposase ISPa38 (ODBCNABN_00058)

9000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


