
IMGPR_plasmid_3300053491_054845: 73,241-73,942 (+); 1-13,795 (+)

HTH-type transcriptional activator RhaS (PFDHPANF_00001)
154989_fosA-NCBIFAM FosA/FosA2 family fosfomycin resistance glutathione transferase (NF000026.1) (PFDHPANF_00002)

DNA-invertase hin (PFDHPANF_00003)
Tn3 family transposase (PFDHPANF_00004)

5 6 7 8 9

QacCGHJ-NCBIFAM QacCGHJ group quaternary ammonium compound efflux SMR transporter (NF000384.1) (PFDHPANF_00010)

Nucleoid occlusion factor SlmA (PFDHPANF_00011)
PagR-XO1 (VF0664) (PFDHPANF_00012)

13 14 15 Transcriptional regulatory protein DegU (PFDHPANF_00016)83

IMGPR_plasmid_3300053491_056543: 74,640-75,340 (+); 1-12,406 (+)

7 8 9

IMGPR_plasmid_3300053491_061609: 40,854-53,593 (+)

50 57 58

IMGPR_plasmid_3300053491_055534: 67,799-73,813 (+); 1-10,492 (+)

3 4 5
QacCGHJ-NCBIFAM QacCGHJ group quaternary ammonium compound efflux SMR transporter (NF000384.1) (PLHGNONF_00006)

7 9 13

IMGPR_plasmid_3300053491_056991: 1-9,067 (-); 71,136-73,955 (-)

Nucleoid occlusion factor SlmA (BIDEANOG_00001)
QacCGHJ-NCBIFAM QacCGHJ group quaternary ammonium compound efflux SMR transporter (NF000384.1) (BIDEANOG_00002)

345

IMGPR_plasmid_3300053491_061605: 1-3,756 (-); 65,757-73,865 (-)

Nucleoid occlusion factor SlmA (PJGMMELL_00072)73

IMGPR_plasmid_3300053491_058751: 1-6,096 (-); 66,711-74,015 (-)

76
QacCGHJ-NCBIFAM QacCGHJ group quaternary ammonium compound efflux SMR transporter (NF000384.1) (KBMBFBPG_00077)

798081

IMGPR_plasmid_3300053491_057399: 25,290-37,197 (-)

30

IMGPR_plasmid_3300053491_062612: 14,374-26,243 (-)

1718

IMGPR_plasmid_3300053491_060487: 40,645-52,534 (+)

58 59

IMGPR_plasmid_3300053491_056329: 7,939-19,838 (+)

20

IMGPR_plasmid_3300053491_063015: 47,952-59,853 (+)

63 64

IMGPR_plasmid_3300053491_056983: 45,247-57,133 (+)

61 62 63

IMGPR_plasmid_3300053491_064167: 40,847-52,763 (+)

57 62
63

64

IMGPR_plasmid_3300053491_056986: 73,121-73,821 (+); 1-12,940 (+)

7 8

IMGPR_plasmid_3300053491_063697: 40,217-52,525 (+)

58 59 60

IMGPR_plasmid_3300053491_061006: 17,977-30,219 (-)

222324

IMGPR_plasmid_3300053491_056985: 44,771-58,767 (+)

IS4 family transposase IS231B (ADGMIDEB_00059)
61 62 63

IMGPR_plasmid_3300053491_054853: 51,847-65,594 (-)

646566

IMGPR_plasmid_3300053491_056992: 40,354-52,728 (+)

54 55 56 57

IMGPR_plasmid_3300053491_058549: 1-7,159 (-); 69,299-75,162 (-)

7 818283

IMGPR_plasmid_651053003_000007: 52,564-64,194 (+)

68

IS4 family transposase ISBth4 (CJMHDLEF_00069)

70 71
DrmD_00013 DrmD (CJMHDLEF_00072)

73 74

IMGPR_plasmid_2521172680_000004: 34,259-43,718 (+)

50
DrmD_00013 DrmD (LPDDOCLK_00051)

52 53

IMGPR_plasmid_2630968894_000003: 56,948-70,555 (+)

73
drt-UG17 DRT (GHPGJOHH_00074)

IS4 family transposase ISBth4 (GHPGJOHH_00075)

76 77

IS21 family transposase IS232 (GHPGJOHH_00078)
IS21 family transposase IS232 (GHPGJOHH_00079)

80 81

IMGPR_plasmid_2912849059_000002: 21,979-45,872 (+)

41

IS4 family transposase ISBth4 (BELNCFAG_00042)

43 44
DrmD_00013 DrmD (BELNCFAG_00045)

46

IS4 family transposase IS231B (BELNCFAG_00047)
Potassium/proton antiporter (VF0838) (BELNCFAG_00048)

49
Insecticidal crystalline toxins (VF0658) (BELNCFAG_00050)

IS4 family transposase IS231C (BELNCFAG_00051)

Tyrosine recombinase XerD (BELNCFAG_00052)

54

IMGPR_plasmid_2522572172_000004: 68,910-77,837 (-)

88
IS4 family transposase IS231C (MNJFNPLM_00089)

Tyrosine recombinase XerD (MNJFNPLM_00090)

9000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


