drt-UG21 DRT (FEBAMFNG_00002)
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IMGPR_plasmid_3300053491_065385:73,304-75,076 (+); 1-13,252 (+)

drt-UG21 DRT (PLHGNONF_00026)
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IMGPR_plasmid_3300053491_055534: 12,053-27,080 (-)
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IMGPR plasmid_3300053491_062223: 115-13,272 (+)
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IMGPR_plasmid_3300053491_061006: 73,396-75,168 (+); 1-12,051 (+)

DrmD_00013 DrmD (BELNCFAG_00070)
Tyrosine recombinase XerC (BELNCFAG 00073)
Tyrosine recombinase XerC (BELNCFAG_00074) 71 63 62 61 60
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IMGPR _plasmid_2912849059_000002:47,469-71,435 (-)

Tyrosine recombinase XerC (GHPGJOHH_00012)
20 18 Tyrosine recombinase XerC (GHPGJOHH_00013) 11 10 9
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IMGPR_plasmid_2630968894_000003: 779-20,790 (-)
Tyrosine recombinase XerC (MNJFNPLM_00070)
Tyrosine recombinase XerC (MNJFNPLM_00071)
64] 68 | 72 73 74

g (@ O D (—-aEE-Ea KT

I
IMGPR_plasmid_2522572172_000004: 48,228-68,121 (+)

DrmD_00013 DrmD (AOCJFPCM_00007)
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IMGPR_plasmid_2687453217_000004: 2,173-15,810 (-)

DrmD_00013 DrmD (EKIKGLNC_00016)
14 15 17
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IMGPR_plasmid_3300053491_056320:7,881-22,720 (+)

DrmD_00013 DrmD (JEEAPMHM _00046) 1S4 family transposase 15231C (JEEAPMHM_00039)
47 drt-UG17 DRT (JEEAPMHM_00040)  Tn3 family transposase (JEEAPMHM_00038)
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IMGPR_plasmid_2576861478_000005: 25,905-46,966 (-)
DrmD_00013 DrmD (JPAMGBCJ_00006)
5] 7

¢ K O— KA

—
IMGPR_plasmid_2671180266_000005: 1,968-12,053 (+)

14 13
IMGPR plasmid 2630968597 000003: 5,218-19,253 ()
66 65

IMGPR _plasmid_2521172680_000004: 45,315-59,382 (-)
Group Il intron-encoded protein LtrA (PKFPEFOE_00077)
76 75 73 72

IMGPR _plasmid_3300053491 059917:58,503-73,588 (-)
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IMGPR_plasmid_3300053491_062612:69,645-75,029 (+); 1-8,453 (+)
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