Response regulator aspartate phosphatase F (MNJFNPLM_00017) PDC-S04_WP_169250289.1 (MNJFNPLM_00026)
Tyrosine recombinase XerC (MNJFNPLM_00021)
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IMGPR_plasmid_2687453365_000005: 31,888-42,362 (-)

ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (HEAGPBAA_00039)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NFO00245.1) (HEAGPBAA_00040)
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ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (KGJILGBC_00037)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NIE000245.1) (KGJILGBC_00038)
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ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (OCFDJKOG_00043)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NIE000245.1) (OCFDJKOG_00044)
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IMGPR_plasmid_3300053491_064167:24,353-37,952 (-)
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ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (EEIGOCII_00041)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NFO00245.1) (EEIGOCII_00042)
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IMGPR_plasmid_3300053491_058548:24,422-37,837 (-)
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ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (JKFNOEJH_00018)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (Nﬁ000245.1) (JKFNOEJH_00017)
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IMGPR _plasmid_3300053491_058549:8,928-22,337 (+)
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ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (MCHGKPON_00051)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF600245.1) (MCHGKPON_00050)
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IMGPR_plasmid_3300053491_057399:40,101-53,563 (+)
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ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (DNJGNBLP_00038)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (Nlj—000245.1) (DNJGNBLP_00037)
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ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (LLOKIBJC_00069)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NEOOOZ45.1) (LLOKIBJC_00070)
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IMGPR_plasmid_3300053491_056986:56,682-70,581 (-)

ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NFO00168.2) (AFJPODFH_00042)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NFO00245.1) (AFJPODFH_00041)
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IMGPR_plasmid_2630968597_000003: 42,448-56,175 (-)

Tyrosine recombinase XerD (LPDDOCLK_00036) 1S4 family transposase 1S231C (LPDDOCLK_00034)
37 Tn3 family transposase (LPDDOCLK_00035) DNA topoisomerase 3 (LPDDOCLK_00033)
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