mRNA interferase toxin RelE (KAOEHCKC_00016) Major pilu subunit operon regulatory protein PapB (KAOEHCKC_00020)
Tyrosine recombinase XerC (KAOEHCKC_00018)

RepFIB replication protein A (KAOEHCKC_00017) 19 21
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IMGPR _plasmid_3300039372_000005: 6,955-16,360 (+)

Putative transposase InsK for insertion sequence element IS150 (LOFIPNHE_00027)
1S3 family transposase 1S629 (LOFIPNHE_00025)

24 UG4 (LOFIPNHE_00026)
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1S21 family transposase 1S100kyp (PGPIEPFB_00002)
1S66 family transposase 15682 (PGPIEPFB_00001)
1566 family transposase ISEc22 (PGPIEPFB.00003)
Enterobactin receptor VctA (VF0639) (PGPIEPFB_00005)
6 \ putative protein (PGPIEPFB_00004)
0 a—/ T a—d
|

|
1

—

IMGPR_plasmid_3300029738_000010:80-11,684 (-)
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