fosM_gen-NCBIFAM FosM family fosfomycin resistance protein (NFO38306.1) (LNCJCJKH_00171)
Acetyl-coenzyme A carboxylase carboxyl transferase subunit alpha (LNCJCJKH_00175)
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Acetyl-coenzyme A carboxylase carboxyl transferase subunit alpha (FJJJONAK_00029)
Arsenical-resistance protein Acr3 (FJJJONAK_00034)
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