
IMGPR_plasmid_2822306936_000018: 134,741-148,248 (+)

putative HTH-type transcriptional regulator YfiR (IAIMGCKG_00136)

137
Fatty acid metabolism regulator protein (IAIMGCKG_00138)

139 140 141

Spore germination protein YndE (IAIMGCKG_00142)
Spore germination protein B1 (IAIMGCKG_00143)

144

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (IAIMGCKG_00145)

Michele_2A_hits_grouped (IAIMGCKG_00146)

DNA-binding transcriptional activator DecR (IAIMGCKG_00147)
N-acetyldiaminopimelate deacetylase (IAIMGCKG_00148)

RecBCD enzyme subunit RecD (IAIMGCKG_00149)

IMGPR_plasmid_2822282170_000019: 137,380-149,943 (+)

139
Spore germination protein B1 (FMONBPBH_00140)

141

IMGPR_plasmid_2822051826_000012: 177,215-189,755 (+)

Spore germination protein B1 (LNCJCJKH_00184)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (LNCJCJKH_00185)

fosBx1_fam-NCBIFAM FosBx1 family fosfomycin resistance bacillithiol transferase (NF041541.1) (LNCJCJKH_00190)

IMGPR_plasmid_2822674343_000024: 15,172-27,717 (-)

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (FJJJONAK_00019)

IMGPR_plasmid_2823029256_000011: 156,582-170,308 (+)

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (JNOAMPAJ_00164)
HTH-type transcriptional repressor ComR (JNOAMPAJ_00165)

5000 nt

defence (DefenseFinder) AMR (AMRFinderPlus)


