cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (IAIMGCKG_00145)
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fosBx1_fam-NCBIFAM FosBx1 family fosfomycin resistance bacillithiol transferase (NFO41541.1) (LNCJCJKH_00190)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (LNCJCJKH_00185)
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cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (FJJJONAK_00019)
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IMGPR _plasmid_2822674343_000024: 15,172-27,717 (-)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (JNOAMPAJ_00164)
HTH-type transcriptional repressor ComR (JNOAMPAJ_00165)
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