(2)-2-((N-methylformamido)methylene)-5-hydroxybutyrolactone dehydrogenase (AJMCPOKC_00121)
(45)-4-hydro><y-5-phospﬁonooxypentane-Z,S-dione isomerase
3-oxo-tetronate 4-phosphate decarboxylase (AJMCPOKC_00123)
(S)-2-haloacid dehalogenase 4A (AJMCPOKC_00120)
\ 3-oxo-tetronate kinase (AJMCPOKC_00122) 124 125

Phenylacetaldehyde dehydrogenase (AJMCPOKC_00126)

— l

IMGPR_plasmid_2842409023 000008: 132,622-140,699 (+)
UDP-glucose 4-epimerase (LCNLJOFH_00003)

Phenylacetaldehyde dehydrogenase (LCNLJOFH_00001)

s 1

< l

IMGPR_plasmid_2842402390_000006: 104-8,181 (-)

C4-dicarboxylate TRAP transporter large permease protein DctM (IFGAHDFC_00070)

71 Sialic acid-binding periplasmic protein SiaP (IFGAHDFC_00069)

1 A " )

IMGPR_plasmid_2799112250_000006: 69,246-79,210 (-)

143

Sialic acid TRAP transporter permease protein SiaT (LBCFMADA_00139)

141 140
1 N 4

IMGPR_plasmid_2791355256_000004: 152,371-164,873 (-)

(4S)-4-hydroxy-5-phosphonooxypentane-2,3-dione isomerase (DFIGOHMM_00061)
65 66

68

IMGPR_plasmid_2775507266_000008: 63,994-76,821 (+)
} 5000 nt i




