Inner membrane ABC transporter permease protein YdcV (LBCFMADA_00127)

putative transcriptional repressor TraM (LBCFMADA_00094) Multifunctional non- homologous endj Jomlng protein LigD (LBCFMADA_00134)
TypeTIV secretion system protein VirB11 (LBCFMADA_00106) Spermidine/putrescine-| blndlng periplasmic proteln (LBCFMADA_00129)
Type IV secretion system protein virB4 (LBCFMADA _00103) Vitamin B12 import ATP-binding protelr@uD LBCFMADA _00126)
ATP-dependent RecD-like DNA helicase (LBCFMADA 00087)HTH-type franscriptional regulator PgrR (LBCFMADA_00114) Sialic amd TRAP transporter permease protein SiaT (LBCFMADA_00139)
Control proteln 00002 control (LBCFMADA 00093) 3-0x0-tetronate 4- phosphate decarboxylamCFMADA 00144)
RosmerTA__RmrA_2734955840 (LBCFMADA 00091) Sialic aud binding perlplasmlc protein SiaP (LBCFMADA_00138)
Quorom sensmg (VF0471) (LBCFMADA_00107) Inner membrane proteln YtfF (LBEFMADA_00130) J:
Quorum-sensing (VFO433) (LBCFMADA _00095) T Mokosh_type_|__MkoB_C (LBCFMADA_00120) |  Error-prone DNA polymerase (LBCFMADA_00137)
Nucleoid occlusion protein (LBCFMADA_00068) Nucleoid occlusion protein (LBCFMADA_00110) ~ Guanine deaminase (LBCFMADA_00125) | ||
anti-RM (APIS108) (LBCFMADA_00074) DS-15_DS-15A (LBCFMADA _00108) Mokosh_type_I_MkoA_C (LBCFMADA 00121) 3-oxo-tetronate kinase (LBCFMADA_00145)
71 75788083 101 pdtét.Te p‘rotem (LBCFMADA 00113) Protein ImuB (LBCFMADA_00136)
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IMGPR _plasmid_2791355256_000004: 78,898-162,666 (+)
putative transcriptional repressor TraM (MKLEIICI_00136)
TypTe IV secretion system protein VirB11 (MKLEIICI_00124)
Type IV secretion system protein virB4 (MKLEIICI_00127)
ATP-dependent RecD-like DNA helicase (MKLE[ICI 00143) HTH- typétranscriptional regulator PgrR (MKLEIICI_00116)

Control_protein_00002 control (MKLEIICI 00137)
RosmerTA__RmrA_2734955840 (MKLEIICI_00139)
| T Quorom sensing (VF0471) (MKLEIICI_00123)
Quorum-sensing (VF0433) (MKLEIICI_OOiSS) ‘ 15110 family transposase ISRel9 (MKLEIICI_00105)

Nucleoid occlusion protein (MKLEIICI_00120) Mokosh_type_|__MkoB_C (MKLEIICI_%lOS)

anti-RM (APIS108) (MKLEIICI_00155) putative protein (MKLEIICI_00117) Mokosh_type_I__MkoA_C (MKLEIICI_00107)
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IMGPR_plasmid_2841864319_000001: 111,143-185,147 (-)
putative transcriptional repressorTraM (NJKENFLL_00146)
Type IV secretion system proteln VirB11 (NJKENFLL_00134)
Type IV secretion system protein virB4 (NJKENFLL_00137)

ATP-dependent RecD-like DNA helicase (NJKENFLL706153)
Control_protein_00002 control (NJKENFLL_ 00147)
Quorom sensing (VF0471) (NJKENFLL_00133) AbiEii_WP_100773286.1 AbiEii (NJKENFLL_00116)
Nucleoid occlusion protein (NJKENFLL_00131)  AbiEi WP_076488363.1 AbiEi (NJKENFLL_00115)
Thermonuclease nuc (VF0993) (NJKENFLL 00157) | HamC2_00001 DUF3223 (NJKENFLL_00122)
RosmerTA_RmrA_2734955840 (NJKENFLL_00149) HamA2_00002 DUF1837 (NJKENFLL_00120)
Quorum-sensing (VF0433) (NJKENFLL_00145) GajA_WP_183617960.1 (NJKENFLL_00118)
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IMGPR_plasmid_2524023209_000012: 117,159-179,680 (-)
putative transcriptional repressor TraM (BBPNGGDH_00145)
Type IV secretion system protein VirB11 (BBPNGGDH_00133)
Type IV secretion system protein virB4 (BBPNGGDH_00136)

ATP-dependent RecD-like DNA helicase (BBPNGGDH_00151) AbiEii_WP_100773286.1 AbiEii (BBPNGGDH_00115)
Nucleoid occlusion protein (BBPNGGDH_00130)
Thermonuclease nuc (VF0993) (BBPNGGDH_00155) | HamC2_00001 DUF3223 (BBPNGGDH_00121;
RosmerTA_RmrA 2734955840 (BBPNGGDH_00147) HamA2_00002 DUF1837 (BBPNGGDH_00119)
Quorom sensing (VF0471) (BBPNGGDH_00132)  GajB_WP_172889455.1 (BBPNGGDH_00116)
Quorum-sensing (VF0433) (BBPNGGDH_00144) GajA_WP_183617960.1 (BBPNGGDH_00117)

159 142 HamB2_00002 DEAD-box (BBPNGGDH_00120)
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IMGPR _plasmid_2615840626_000015: 116,814-179,335 (-)
PEP-dependent dihydroxyacetone kinase 2, ADP-binding subunit Dhal (IDGNHKIE_00130)

putative transcriptional repressor TraM (IDGNHKIE_00115) CARF6--CARF_CARF_CARF_MK_CARF_00010645 (IDGNHKIE_00091)
Type |V secretion system proteln VirB11 (IDGNHKIE_00103)
Type IV secretion system protein virB4 (IDGNHKIE_00106)
Quorom sensing (VF0471) (IDGNHKIE_00102) Multifunctional non-homologous end joining protein LigD (IDGNHKIE_00076)
Quorum-sensing (VF0433) (IDGNHKIE_00114) | T Error-prone DNA polymerase (IDGNHKIE_00073)

RosmerTAﬁRmrA,273495584a(IDGNHKIE70011‘7) Tyrosine recombinase XerC (IDGNHKIE_00096) Error- prone DNA polymerase (IDGNHKIE_00072)

Nucleoid occlusion protein (IDGNHKIE_00100) GajA_00026 AAA (IDGNHKIE_00085)

DS-15._DS-15A (IDGNHKIE_00101) | Protein ImuB (IDGNHKIE_00074)
111 107 GajB_00002 UrvD (IDGNHKIE_00086) 78
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\MGPRip\asm‘\d72775507266700000-7: 66,-527—142,132 )
putative transcriptional repressor TraM (DFIGOHMM_00115)
Type |V secretion system protein VirB11 (DFIGOHMM_00103)
Type IV secretion system proteln virB4 (DFIGOHMM_00106)
RosmerTA_RmrA_2734955840 ( DFIGOHMM_00117)

Quorom sensmg (VF0471) (DFIGOHMM_00102) Multifunctional non-homologous end joining protein LigD (DFIGOHMM_00076)
Quorum-sensing (VF0433) (DFIGOHMM 00114)‘ T CARF6--CARF_CARF_CARF_MK_CARF_00010645 (DFIGOHMM_00091)
‘ Tyrosme recombinase XerC (DFIGOHMM (ﬂ)%) Error-prone DNA polymerase (DFIGOHMM_00073)
Nucleoid occlusion protein (DFIGOHMM_00100) GajA,00026 AAA (DFIGOHMM_00085) L
DS-15_'DS-15A (DFIGOHMM_00101) | Protein ImuB (DFIGOHMM_00074)
111 107 GajB_00002 UrvD (DFIGOHMM _00086) 78
121 119117 109 106 | 104 88 86 81 77
"120[118] [115) (112110108 | 10 98 9796 | 94 93 92 91 | 8987 | 8387 80 79| [76| 74 Error-prone DNA polymerase (DFIGOHMM_00072)
I
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