50 51 52 53 54 55 56

IMGPR_plasmid_3300030032_000138:44,026-54,399 (+)
52 53

IMGPR_plasmid_3300029232_000093:41,428-52,290 (+)
3 2 1

?

IMGPR plasmid_3300008096_000168: 219-11,270 (-)
36 3738

2
=

IMGPR_plasmid_3300014573.000073: 27,983-39,215 (+)
1

MGPR_plasmid_3300029398_000079: 532-6,873 (-)
50

MGPR _plasmid_3300029127_000097:41,511-47,852 (+)
1

MGPR_plasmid_3300008478_000072: 1,344-9,777 (-)
47

MGPR_plasmid_3300029517_000196: 40,020-48,399 (+)
44 45 4647

MGPR_plasmid_3300029227_000121: 34,561-46,579 (+)
Menshen__NsnC_2601090942 (DMPIBENF_00059)
57 58 HEC-02A (DMPIBENF_00060)

I

GPR_plasmid_3300029856_000107: 43,976-56,668 (+)

Putative deoxyribonuclease RhsC (GFHACGCP_00049)
\ 50 Menshen_NsnC_2601090942 (GFHACGCP_00051)

a8
A ) D p—

IMGPR_plasmid_3300006523_000081: 36,525-48,075 (+) e
Menshen_ NsnC_2601090942 (OLDJDMFN_00059)
MenshenfﬂsnB (OLDJDMFN_00060)
putative deoxyribonuclease RhsB (OLDJDMFN_00057) 58 \ Menshen__ NsnA (OLDJDMFN_00061)

DA I

IMGPR _plasmid_3300029783_000088: 44,544-58,473 (+)
Menshen_NsnC_2601090942 (PKGABDNF_00003)
Menshen__NsnB (PKGABDNF_00002)
5 4 ‘ Menshen__NsnA (PKGABDNF_00001)

DA S -]

IMGPR _plasmid_3300029422 000112:295-14,230 (-)
Menshen__NsnC_2601090942 (CAPAEMMF_00003)
Menshen__NsnB (CAPAEMMF_00002)
5 4 ‘ Menshen__NsnA (CAPAEMMF_00001)

BA I D-CicET

——
IMGPR_plasmid_3300029716_000129: 384-14,203 (-)

Nicotinate-nucleotide--dimethylbenzimidazole phosphoribosyltransferase (HAACEOJA_00003)
Vitamin B12 import ATP-binding protein BtuD (HAACEOJA_00001)
Cobyric acid synthase (HAACEOJA_00002)

MGPR_plasmid_3300007801_000116: 121-8,826 (-)
5 4 32 1

<

MGPR_plasmid_7000000587_000025: 188-12,823 (-)
putative deoxyribonuclease RhsA (JEFNLJNP_00008) 7 6 5 4 3 2 1

D-HEHDDD

PDC-M29B_WP_021669392.1 (FAEDLLAP_00002)
PDC-M29A_WP_089480010.1 [FAEDLLAP_00003)
putative deoxyribonuclease RhsA (FAEDLLAP_00006) 5 4 \ 1

OA L

IMGPR_plasmid_3300008491_000228: 596-16,480 (-)

MGPR _plasmid_3300008716_000121: 101-14,155 (-)

PDC-M29B_WP_021669392.1 (PKKBNDIC_00054)
PDC-M29A WP_089480010.1 (PKKBNDIC_00053)
50 51 52 | 55

DA ) o T OD{ED

—
IMGPR_plasmid_3300029461_000123: 39,008-54,892 (+)

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (JEKCBPGF_00002)
3-oxoacyl-[acyl-carrier-protein] synthase 3 protein 2 (JEKCBPGF_00005)
PDC-M29B_WP_021669392.1 (JEKCBPGF_00008)
PDC-M29A_WP_089480010.RTEKCBPGF_OOOO?) ‘
Sensor histidine kinase ResC (JEKCBPGF_00003)
14 13 12 1 10 7 6 | 4 | 1

A L

IMGPR_plasmid_3300029511_000080: 582-24,995 (-)

HEC-02A (CCFJEDOJ_00037)
34 35 36 HEC-02B_WP_066748333.1 (CCFJEDOJ_00038)

A DD O—aAED

I
IMGPR_plasmid_3300029204_000144: 24,597-38,133 (+)

HEC-02B_WP_066748333.1 (BELOIJKN_00002)
HEC-02A (BELOIJKN_00003)
6 5 4 | 1

OA D

IMGPR_plasmid_3300014782_000068: 536-15,083 (-)

HEC-02B_WP_066748333.1 (IFCLBHNE_00004)
HEC-02A (IFCLBHNE_00005)
8 7 6 \ 3 2 3-oxoacyl-[acyl-carrier-protein] synthase 3 (IFCLBHNE_00001)

OA L

IMGPR_plasmid_3300029476_000199:307-17,090 (-)

3-oxoacyl-[acyl-carrier-protein] synthase 3 protein 2 (ACKKKNKI_00002)
HEC-02B_WP_066748333.1 (ACKKKNKI_00006)
HEC-02A (ACKKKNKI_00007) ‘
11 10 98 \ 5 4 3 1

DA I

IMGPR_plasmid_3300006463_.000105: 349-18,186 (-)

3-oxoacyl-[acyl-carrier-protein] synthase 3 (NCDALJEC_00004)
HEC-02B_WP_066748333.1 (NCDALJEC_00008)

HEC-02A (NCDALJEC_00009) Sensor histidine kinase RcsC (NCDALJEC_00002)
13 12 1110 | 7 65 | 3 RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (NCDALJEC_00001)

DA S DA OD OS5

—
IMGPR_plasmid_3300029458_000089: 163-22,036 (-)

3-oxoacyl-[acyl-carrier-protein] synthase 3 (MPIKFPGF_00004)
HEC-02B_WP_066748333.1 (MPIKFPGF_00007)

HEC-02A (MPIKFPGF_00008) Sensor histidine kinase ResC (MPIKFPGF_00002)
11 10 9 ‘ 6 5 ‘ 3 RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (MPIKFPGF_00001)

A L HED—AEOD{ED— {5

I
IMGPR_plasmid_3300029745_000156: 1,285-23,165 (-)

3-oxoacyl-[acyl-carrier-protein] synthase 3 (KKNOGCIF_00063)
HEC-02B_WP_066748333.1 (KKNOGCIF_00060)
HEC-02A (KKNOGEE_OOOS?) Sensor histidine kinase ResC (KKNOGCIF_00065)

56 57 58 ‘ 61 62 ‘ 64 RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (KKNOGCIF_00066)
A DD BD—{ OD{ED—{OD-5 ) I

IMGPR_plasmid_3300029031_000067: 45,639-66,971 (+)

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (GMCAIKHJ_00002)
3-oxoacyl-[acyl-carrier-protein] synthase 3 (GMCAIKHJ_00005
HEC-02B_WP_066748333.1 (GMCAIKHJ_00009)
HEC-02A (GMCAIKHJ_00010) Sensor histidine kinase ResC (GMCAIKHJ_00003)
Putative deoxyribonuclease RhsC (GMCAIKHJ_00013) 12 11 \ 8 7 6 | 4 \ 1

;I B EA— OB D5 A«

—
IMGPR_plasmid_3300029513_000072: 314-22,391 (-)

3-oxoacyl-[acyl-carrier-protein] synthase 3 (GFNOKGGH_00062)
Menshen_NsnC_2601090942 (GFNOKGGH_00057) RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (GFNOKGGH_00065)
HEC-02B_WP_066748333.1 (GFNOKGGH_00059)
HEC-02A (GFNOKGGH_00058) Sensor histidine kinase ResC (GFNOKGGH_00064)

55 s6 | T | 60 61 | 63 | | 66 67
A I, I D—CE DO = -4d

IMGPR_plasmid_3300007353_000092: 43,349-65,951 (+)
RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (MHOIDEBB_00004)
3-oxoacyl-[acyl-carrier-protein] synthase 3 (MHOIDEBB_OOOO?)
HEC-02B_WP_066748333.1 (MHOIDEBB_00010) L
HEC-02A (MHOIDEBB_00011) Sensor histidine kinase ResC (MHOIDEBB_00005)
14 13 12 \ 9 8 | \ 3 2 DNA topoisomerase 3 (MHOIDEBB_00001)

BA I W I W B W >[6H o D

IMGPR_plasmid_3300007853_000064: 235-26,083 (-)

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (MOLNBHEE_00004)
3-oxoacyl-[acyl-carrier-protein] synthase 3 (MOLNBHEE_00007)

HEC-02B_WP_066748333.1 (MOLNBHEE_OOOiO) L
HEC-02A (MOLNBl—TEE_OOOll) Sensor histidine kinase RcsC (MOLNBHEE_00005) DNA topoisomerase 3 (MOLNBHEE_00001)
14 13 12 | 9 8 | 6 | 3 2

OA DD D—ACD DO = D )

I
IMGPR_plasmid_3300029453_000071: 184-26,498 (-)
3-oxoacyl-[acyl-carrier-protein] synthase 3 protein 2 (NPEOKLJD_00007)
Menshen__NsnC_2601090942 (NPEOKLJD_00012)
HEC-02B_WP_066748333.1 (NPEOKLJD_00010)

Immunity protein RhslA (NPEOKLJD_00013) RtcR_PspF2--CARF_AAA_ HTH_MK_CARF_ 00012586 (NPEOKLJD_00004)
HEC-02A (NPEOKLJD_00011) Sensor histidine kinase ResC (NPEOKLJD_00005)
putative deoxyribonuclease RhsA (NPEOKLJD_00014) | | | 9 8 | 6 3 2 DNA topoisomerase 3 (NPEOKLJD_00001)

A DD D-GHE DO ] D )

I
IMGPR_plasmid_3300023497_000070: 178-26,044 (-)
PDC-M29B_WP_021669392.1 (EOOPENMF_00011)
Menshen_ NsnC_2601090942 (EOOPENMF_00015) - RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (EOOPENMF_00004)
PDC-M29A_WP_089480010.1 (EOOPENMF_00012)
HEC-02B_WP_066748333.1 (EOOPENMF_00013)  Sensor histidine kinase RcsC (EOOPENMF_00005)
HEC-02A (EOOPENMF_00014) ‘ DNA topoisomerase 3 (EOOPENMF_00001)

17 16\T\\‘109876 3 \\2
A D D—CH - {0

. S EE— —
IMGPR_plasmid_3300008716_000124: 259-28,169 (-)

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_ 00012586 (CCDIHDOP_00008)
HEC-02B_WP_066748333.1 (CCDIHDOP_00015)
Menshen_NsnC_2601090942 (CCDIHDOP_00017)  Sensor histidine kinase ResC (CCDIHDOP_00009)
HEC-02A (CCDIHDOP_00016) DNA topoisomerase 3 (CCDIHDOP_00003)
19 18 | | 14 1312 11 10 76 5 4 21

DA I

IMGPR_plasmid_3300029099_000145:457-27,055 (-)

RtcR_PspF2--CARF_AAA_HTH_MK_CARF_00012586 (JDJLFFIA_00007)

3-oxoacyl-[acyl-carrier-protein] synthase 3 (JDJLFFIA_00010)
HEC-02B_WP_066748333.1 (JDJLFFIA_00015)

heat_AAA_ClpK-NCBIFAM heat shock survival AAA family ATPase ClpK (NFO33606.1) (JDJLFFIA_00027) Sensor histidine kinase ResC (JDJLFFIA_00008)
HEC-02A (JDJLFFIA_00016) 12 DNA topoisomerase 3 (JDJLFFIA_00003)
24 23 20 19 1817 \ 1413 11 9 6 5 4 2 1
( HOA OO DHCE DO e D -0
IMGPR _plasmid_3300029412 000144:121-30,678 (-)
1
I
IMGPR _plasmid_3300029368_000075: 176-7,758 (-)
2 1
I
IMGPR_plasmid_3300029391_000097: 318-8,646 (-)
55 56
I
IMGPR _plasmid_3300014723 000010:43,681-52,009 (+)
2 1
I
IMGPR_plasmid_3300029561 000148:511-8,841 (-)
61 62 63 64 65 66 67 68 69 70 71

@

IMGPR_plasmid_3300029536_000067:51,004-67,475 (+)

10000 nt {
defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)




