efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (KANPHKKL_00101)
tet_MFS_30-NCBIFAM tetracycline efflux MFS transporter Tet(30) (NFO45486.1) (KANPHKKL_00105)
‘ Cytoskeleton bundling-enhancing @titoxin CbeA (KANPHKKL_00111)
HTH-type transcriptional regulator MalT (KANPHKKL_00102) Cytoskeleton-binding toxin CbtA (KANPHKKL_00110)
Multidrug resistance protein MdtO (KANPHKKL_00100) putative protein YycE (KANPHKKL_00108)
FarAB (VF0450) (KKNPHKKL_0b099)Michele_ﬁA_hits_grouped (KANPHKKL_00103) anti-RM (APIS039) (KANPHKKL_00114)
6 IraAB (VF0293) (KANPHKKL_00106) 111 114
T97 103 | 106 | 108 T112 | T 115

— I —
IMGPR _plasmid_3300023290_000044: 105,187-124,259 (+)
HTH-type transcriptional regulator MalT (BAJGODEJ_00001)

I I
IMGPR_plasmid_3300011638_000055: 78-5,711 (-)
498180014 _fosA-NCBIFAM Fos family putative thiol transferase (NFO00125.1) (IBIFJDGM_00094)
HTH-type transcriptional repressor GIcR (IBIFJDGM_00087)
Hmpe transcriptional repressor GIcR (IBIFJDGM_00090)
‘ D-allulose-6-phosphate 3-epimerase (IBIFJ DGM_00091) Acetyl-CoA acetyltransferase (IBIFJDGM_00098)

Deoxyribose-phosphate aldolase (IBIFJDGM_00089) Michele_2A_hits_grouped (IBIFJDGM_00097)
Michele_2A_hits_grouped (IBIFJDGM_00084) L-fucose-proton symporter (IBIFJDGM_00093)  6-deoxy-6-sulfogluconolactonase (IBIFJDGM_00100)
IraAB (VF0293) (IBIFJDGM_00085) Ca‘ffeate CoA-transferase (IBIFJDGM_00096)
\ Xylulose kinase (IBIFJDGM_00088) Myonperon (VF0840) (IBIFJDGM 000955 \
HTH-type transcriptional regulator MalT (IBIFJDGM_00083) 86 \ \ Rlboklnase(IBIFJDGM 00092) \ Putative tartrate transporter (IBIFJDGM_00099)

I I
IMGPR _plasmid_3300014690_000056:86,905-114,431 (+)
FexB-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FexB (NFO40856.1) (JIKCMODN_00093)
Isopentenyl-diphosphate Delta-isomerase (JIKCMODN_00100)
Single-stranded-DNA-sB&ific exonuclease Rec) (JIKCMODN_00103)
Glutathione-regulated potassium-efflux system ancillary protein KefF (JIKCMODN _00089) Thiol:disulfide mterchange protein DsbC (JIKCﬁODN_00104)
HTH-type transcrlptlonal regulator CatM (JIKCMODN _ 00096
Murein hydrolase activator NIpD (JIKCMODN_00095)
PRK10026.1-PRK PRK|PRK10026.1: glutaredoxin-dependent arsenate reductase (NFO07456.1) (JIKCMODN_00082) ‘ —Fautatlve membrane protein YdfK (JIKCMODN_00099)
1-deoxyxylulose-5-phosphate synthase YajO (JIKCMODN_00090)Flavin prenyltransferase UbiX (JIKCMODN 00098)
HTH-type transcriptional regulator PgrR (J1 KEMODN _00087) ‘ ‘ Peptide chaln release factor RF2 (JIKCMODN_00102)
Arsenical pump membrane protein (JIKCMODN _00083) Nodulation protein D 2 (JIKCMODN 00092) Tyrosme recombinase XerD (JIKCMODN 00105)
IraAB (VF0293) (JIKCMODN,OOOBl) ‘ Gallate decarboxylase (JIKCMOD ,00097)
80 | | 8485 86 88 91 tRNA-Gly(ccc) | Lysine--tRNA ligase (JIKCMODN_00101;

EECEd

I I I -_—
IMGPR_plasmid_2671181101_000021:85,073-114,847 (+)
[ 10000 nt i
defence (DefenseFinder) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA
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