fosA5_fam-NCBIFAM FosA5 family fosfomycin resistance glutathione transferase (NFO40540.1) (MLDICABE_00124)
Peroxyureidoacrylate/ureidoacrylate amidohydroleEgRutB (MLDICABE_00121)
Peroxyureidoacrylate/ureidoacrylate amidohydrolase RutB (MLDICABE_0119)
putative riboflavin import permease protein RfuD (MLDICABE_00117)
putative riboflavin import permease protein RfuC (MLDICABE_OOllé)
HTH-type transcriptional repressor RspR (MLDICAB§_00114) ‘ ‘
Ribose import ATP-binding protein RbsA (MLDICABE_00120)

Carbamoyl-phosphate synthase large chain (MLDICABE_00112) Myo-inositol 2-dehydrogenase (MLDICABE_00125)
mads_8 (MLDICABE_00109) Purine-binding protein (MLDICABE_00115) ethylmalonyl-CoA mutase (MLDICABE_00128)
110 111 Allophanate hydrolase (MLDICABE_00113) ‘ Formamidase (MLDICABE_00118) 122123 ‘ 126 127
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IMGPR_plasmid_2791355266_000013: 111,506-134,726 (+)

Peroxyureidoacrylate/ureidoacrylate amidohydrolase RutB (NILINLDM_00002)
Peroxyureidoacrylate/ureidoacrylate amidohydrolase RutB (NILINLDM_00004)
Galactose/methyl galactoside import ATP-binding pfotein MglA (NILINLDM_00003)
putative riboflavin import permease protein RfuD (NILINLDM_00006)
putative riboflavin import permease protein RfuC (NILINLDM_00007)
HTH-type transcriptional repressor RspR (NILINLDM_OOOO‘?)
Purine-binding protein (NILINLDM_OOOO )
| | Formamidase (NILINLDM_00005) 1
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IMGPR_plasmid_2842118031_000013:237-16,694 (-)
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IMGPR_plasmid_2515154113_000030: 159,899-173,872 (+)
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IMGPR_plasmid_2754412943_000005: 185,551-201,742 (+)
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