Succinate-semialdehyde dehydrogenase [NADP(+)] 1 (BMLENAJC_00038)
Putative non-heme bromoperoxidase BpoC (BMLENAJC_00033)
HTH-type transcriptional activator RhaS (BMLENAJC_00032)
Disulfide-bond oxidoreductase YfcG (BMLENAJC_00035)
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Succinate-semialdehyde dehydrogenase [NADP(+)] 1 (CALADHAF_00008)
Disulfide-bond oxidoreductase YfcG (CALADHAF_00011)
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Succinate-semialdehyde dehydrogenase [NADP(+)] 1 (IDBFCOGP_00009)
Disulfide-bond oxidoreductase YfcG (IDBFCOGP_00012)
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Succinate-semialdehyde dehydrogenase [NADP(+)] 1 (COIIFFNO_00043)
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Succinate-semialdehyde dehydrogenase [NADP(+)] 1 (PPDCHGDI_00008)
Putative non-heme bromoperoxidase BpoC (PPDCHGDI_00013)
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