
IMGPR_plasmid_3300048824_000134: 25,672-45,290 (+)

28

RcsAB (VF0571) (BMLENAJC_00029)
Virginiamycin B lyase (BMLENAJC_00030)

31

HTH-type transcriptional activator RhaS (BMLENAJC_00032)
Putative non-heme bromoperoxidase BpoC (BMLENAJC_00033)

Michele_1A_hits_grouped (BMLENAJC_00034)

Disulfide-bond oxidoreductase YfcG (BMLENAJC_00035)

36 37

Succinate-semialdehyde dehydrogenase [NADP(+)] 1 (BMLENAJC_00038)

IS110 family transposase ISPa49 (BMLENAJC_00039)

40
Tyrosine recombinase XerC (BMLENAJC_00041)

42 43 44

KlcA anti-RM (APIS007) (BMLENAJC_00045)

IMGPR_plasmid_3300038456_000211: 3-19,624 (-)

KlcA anti-RM (APIS007) (CALADHAF_00001)

234
Tyrosine recombinase XerC (CALADHAF_00005)

6

IS110 family transposase ISPa49 (CALADHAF_00007)

Succinate-semialdehyde dehydrogenase [NADP(+)] 1 (CALADHAF_00008)

910

Disulfide-bond oxidoreductase YfcG (CALADHAF_00011)

Michele_1A_hits_grouped (CALADHAF_00012)
Putative non-heme bromoperoxidase BpoC (CALADHAF_00013)

IMGPR_plasmid_3300037135_000112: 14-20,417 (-)

1

KlcA anti-RM (APIS007) (IDBFCOGP_00002)

345
Tyrosine recombinase XerC (IDBFCOGP_00006)

7

IS110 family transposase ISPa49 (IDBFCOGP_00008)

Succinate-semialdehyde dehydrogenase [NADP(+)] 1 (IDBFCOGP_00009)

1011

Disulfide-bond oxidoreductase YfcG (IDBFCOGP_00012)

Michele_1A_hits_grouped (IDBFCOGP_00013)
Putative non-heme bromoperoxidase BpoC (IDBFCOGP_00014)

IMGPR_plasmid_3300048825_000109: 33,933-52,746 (+)

Putative non-heme bromoperoxidase BpoC (COIIFFNO_00038)

Michele_1A_hits_grouped (COIIFFNO_00039)
Disulfide-bond oxidoreductase YfcG (COIIFFNO_00040)

41 42

Succinate-semialdehyde dehydrogenase [NADP(+)] 1 (COIIFFNO_00043)

IS110 family transposase ISPa49 (COIIFFNO_00044)
45

IS3 family transposase ISPpr7 (COIIFFNO_00046)

47 48
Tyrosine recombinase XerC (COIIFFNO_00049)

50 51

IMGPR_plasmid_3300036883_000162: 190-18,625 (-)

1
Tyrosine recombinase XerC (PPDCHGDI_00002)

34

IS3 family transposase ISPpr7 (PPDCHGDI_00005)

6
IS110 family transposase ISPa49 (PPDCHGDI_00007)

Succinate-semialdehyde dehydrogenase [NADP(+)] 1 (PPDCHGDI_00008)

910

Disulfide-bond oxidoreductase YfcG (PPDCHGDI_00011)
Michele_1A_hits_grouped (PPDCHGDI_00012)

Putative non-heme bromoperoxidase BpoC (PPDCHGDI_00013)

8000 nt

defence (DefenseFinder) virulence (VFDB) anti-defence (dbAPIS)


