
IMGPR_plasmid_3300004214_000039: 148-6,286 (+)

MTase_II_00013 Type (GKFJCMEC_00001)
REase_II_00191 Type (GKFJCMEC_00002)

3

Tyrosine recombinase XerC (GKFJCMEC_00004)

5 6 7 8

IMGPR_plasmid_2609460068_000001: 12,964-18,988 (-)

181920
REase_II_00191 Type (EPGCLNCC_00021)

IMGPR_plasmid_3300034521_000060: 16,558-24,355 (-)

162122
REase_II_00191 Type (NHALBDCI_00023)

MTase_II_00124 Type (NHALBDCI_00024)

DNA-invertase hin (NHALBDCI_00025)

IMGPR_plasmid_3300024308_000216: 195-7,992 (+)

DNA-invertase hin (ANOHCDJK_00001)

MTase_II_00124 Type (ANOHCDJK_00002)
REase_II_00191 Type (ANOHCDJK_00003)

4 5

IMGPR_plasmid_2541047592_000001: 13,137-23,565 (-)

1819
REase_II_00191 Type (KBPLKJBF_00020)

MTase_II_00124 Type (KBPLKJBF_00021)

DNA-invertase hin (KBPLKJBF_00022)
Tyrosine recombinase XerD (KBPLKJBF_00023)

PSE-NCBIFAM PSE family carbenicillin-hydrolyzing class A beta-lactamase (NF000480.2) (KBPLKJBF_00024)
SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (KBPLKJBF_00025)

IMGPR_plasmid_2778261185_000014: 13,164-20,692 (-)

18
Tyrosine recombinase XerC (ENGONDMG_00019)

trim_DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NF000330.1) (ENGONDMG_00020)
SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (ENGONDMG_00021)

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (ENGONDMG_00022)

2324

IMGPR_plasmid_2671180320_000005: 16,663-29,039 (-)

GajB_00042 UrvD (AGMPANGA_00022)
GajA_00037 AAA (AGMPANGA_00023)

IetS_00002 (AGMPANGA_00024)
IetA_00002 (AGMPANGA_00025)

DNA-invertase hin (AGMPANGA_00026)
Tyrosine recombinase XerD (AGMPANGA_00027)

IMGPR_plasmid_2690316026_000008: 156-12,679 (+)

Tyrosine recombinase XerC (DGOOPOGA_00001)
DNA-invertase hin (DGOOPOGA_00002)

IetA_00002 (DGOOPOGA_00003)
IetS_00002 (DGOOPOGA_00004)

GajA_00037 AAA (DGOOPOGA_00005)
GajB_00042 UrvD (DGOOPOGA_00006)

IMGPR_plasmid_2660238260_000003: 48-12,295 (+)

Tyrosine recombinase XerD (BBEFIMOO_00001)
DNA-invertase hin (BBEFIMOO_00002)

IetA_00002 (BBEFIMOO_00003)
IetS_00002 (BBEFIMOO_00004)

GajA_00037 AAA (BBEFIMOO_00005)
GajB_00042 UrvD (BBEFIMOO_00006)

IMGPR_plasmid_2671180739_000004: 11,332-23,579 (-)

GajB_00042 UrvD (LKMOODBC_00017)
GajA_00037 AAA (LKMOODBC_00018)

IetS_00002 (LKMOODBC_00019)
IetA_00002 (LKMOODBC_00020)

DNA-invertase hin (LKMOODBC_00021)
Tyrosine recombinase XerD (LKMOODBC_00022)

IMGPR_plasmid_2695420715_000002: 223-17,096 (+)

1 2 3

Sul1-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul1 (NF000294.1) (HPMHMPIB_00004)

SMR_qac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (HPMHMPIB_00005)
PSE-NCBIFAM PSE family carbenicillin-hydrolyzing class A beta-lactamase (NF000480.2) (HPMHMPIB_00006)

Tyrosine recombinase XerD (HPMHMPIB_00007)

DNA-invertase hin (HPMHMPIB_00008)
IetA_00002 (HPMHMPIB_00009)

IetS_00002 (HPMHMPIB_00010)
GajA_00037 AAA (HPMHMPIB_00011)

GajB_00042 UrvD (HPMHMPIB_00012)

IMGPR_plasmid_2657245064_000006: 16,664-34,004 (-)

GajB_00042 UrvD (EGCEKMCI_00022)
GajA_00037 AAA (EGCEKMCI_00023)

IetS_00002 (EGCEKMCI_00024)
IetA_00002 (EGCEKMCI_00025)

DNA-invertase hin (EGCEKMCI_00026)

2728

Prophage integrase IntA (EGCEKMCI_00029)
Prophage integrase IntA (EGCEKMCI_00030)

Retron_II__NDT (EGCEKMCI_00031)
Retron__RT_Tot_4 (EGCEKMCI_00032)

33

6000 nt

defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


