SMR_gac_pB8-NCBIFAM Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (PENJKHLD_00173)
MerP-TIGRFAMs TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052. 1) (PENJKHLD_00140)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family amlnoglyc05|de nucleotidyltransferase AadA3 (NF033127.1) (PENJKHLD_00174)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (PENJKHLD_00156)
‘ ANT _3pp_AadA3- I\EBIFAM ANT(3")-1a family amlnoélyc05|de nucleotidyltransferase AadA3 (NFO33127.1) (PENJKHLD_00176)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMRtransporter QacE (NF000276.2) (PENjT(HLD 00155)
PRK13747.1-PRK PRK\PRK13747 1: broad-: spectrum mercury transporter MerE (NF010310.2) (PENJKHLD. 00144)
trim_DfrA1_like- NCBIFAM trlmethoprlm re5|stantd||1ydr0fo|ate reductase DfrA NF000330.1 (PENJKHLD700157)
PRK13752.1-PRK PRK\PRK13752 1 Hg(II) responsive transcrlptlonal regulator(NF010315 0) (PENJKHLD 00138)
APH_3pp_Ib-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-Ib (NF032895.1) (PENJKHLD_00161)
APH 6 NCBIFAM APH(6)- | family amlnoglyc05|de0 phosphotransferase (NF012171 0) F‘ENJKHLD _00160)
FIoR-NCBIFAM ¢ chIoramphen|co|/f|orfen|co| efflux MFS transporter FloR (NFO00219.1) (PENJKHLD_00175)
Sul2-NCBIFAM sulfonamlde resistant dihydropteroate synthase se Sul2 (NF000295.1) (PENJKHLD_00171)
Sul1-NCBIFAM sulfonamlde re5|stantd|hydropteroate synthase Sull NF000294.1) PENJKHLD 00154
coreg_MerD-NCBIFAM mercury résistance co- regulator MerD (NF033783.1) PENJKHLD 00143)J
)

transport_merC-NCBIFAM organomercurlaltransporter MerC (NF033784 1) PENJKHLD 00141)
tet_ MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NF012192 0)'(PENJKHLD_0013
3-phenylpropionate- dlhydrodlol/cmnamlc acid- dlhydrodlo dehydrogenase(PENJKHLD 00168)
‘ mac. hydro EstT-NCBIFAM macrolide hydrolase EstT (NFO41759.1) (PENJKHLD_00178)

MerA-TIGRFAMs TIGF FAMSs: mercury(ll) reductase (TIGR02053.1) (| NJKHLD 00142
Tetracycline repressor proteln class A from't transposon 1721 PENJKH LD’ 00136) ‘

1S3 famlly transposase I51133(PENJ HLD_00163)
1S3 family transposase 151133 (PENJKHLD_00162)

ISéfamllytransposase 1526 PENJKHLD b0165 1S1 family transposase IS1R (PENJKHLD_00185)

Mercuric transport protein MerT (PENJKHLD_00139) Tyrosme recomblnase XerC(PENJKHLD 06180

Tn3 familytransposase TnAs1 (F’I:IN‘JKHLD‘ b0133) Tn3 famlly transposase TnAs3 (PENJKHLD 00183)
putative signaling protein (PENJKHLD_00145) DNA-invertase hin (PENJKHLD_00182)

128 | DrmD_00013 DrmD (PENJKHLD_00151) | Protein UmuD (PENJKHLD_00190)
136130 TnsC_0_V-K PENJKHLD_0014$) \ |5256fam.| transposase 15406 (PENJKHLD_00172 Protein UmuC (PENJKHLD_00191)
412§ 132 147[149 | 153 158 166169 | 179 188
1277131 134 137 T150] 152| | 159 64167 170 177 |181 184 186187T189 192193

146]

_— H I . - -
IMGPR _plasmid_2718218227_000001: 104,446-156,096 (+)
SMR_gac_pB8-NCBIFAM Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (EHLLKDIE_00246)
ANT_3pp_AadA3-NCBIFAM ANT(3")- Iafamlly amlnoglyc05|de nucleotidyltransferase AadA3 (NF033127.1) (EHLLKDIE_00237)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotldyltransferase AadA3 (NF033127.1) (EHLLKDIE_00247)
trim. DfrA1_like-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA (NFO00330.1) (EHLLKDIE_00227)
macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (EHLLKDIE_00232)
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-Ib (NF032895.1) (EHLLKDIE_00253)
APH_6-NCBIFAM APH(6)-1 family aminoglycoside O-phosphotransferase (NF012171.0) (EHLLKDIE_00254)
FloR-NCBIFAM chloramphenicol/fiorfenicol efflux MFS transporter FloR (NF000219.1) (EHLLKDIE_00248)
FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS‘transporter FloR (NFD00219.1) (EHLLKDIE_00257) ‘
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (EHLLKDIE_00244)
tet_MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NF012192 0) (EHLLKDIE 00262) ‘
3- phenylproplonate dlhydrodlol/cmnamlc acid- dlhydrodlol dehydrogenase (EHLLKDIE_00241)
| | l mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NFO41759.1) (EHLLKDIE_00235)
Tetracycline repressor protein class A from transposon 1721 (EHLLKDIE_00261)
HTH-type transcriptional regulator HdfR (EHLLKDIE_00258) | é
Amﬂ\oélycosideé phosphotransferase( HLLKDIE_00250)
15256 family transposase 15406 (EHLLKDIE_00245)
156’ famllytransposase 1526 (EHLLKDIE._ 00238
1S91 family transposase 1SVsa3 (EHLLKD E 00255 ‘ ‘ ‘ ‘ ‘ Tyrosme recomblnase XerC (EHLLKDIE_00226)
\ \ 1S6 fam.ly transposase 1526 (EHLLKDIE. 00249) Multidrug efflux pumpTap(EHLLKDIE 00231)
1S3 family transposase 151133 (EHLLKDIE_00252) 'Beta-lactamase TEM (EHLLKDIE_00234) | |
Aerotaxis receptor (EHLLKDIE_00224)

IS5 family transposase IS903 (EHLLKDIE_00251) 240
Tn3 family transposase TnAs1 (EHLLKDIE_00264) 242 | 230 22§
265 263 | | 260259 \256\ 243 |23 236 233 T229T | |225| 223222
HHEIHEKT DO

IMGPR _plasmid_2925897562_000003: 190,903-239,746 (-)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la famlly aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (KJHHGNDC_00184)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (KJHHGNDC_00185)
trim_DfrA12-NCBIFAM trimethoprim- resistant dlhydrofolate reductase DfrA12 (NFO00053.2) (KJHHGNDC_00183)
tet_ MFS_A-NCBIFAM tetracyclme efflux MFS transporter Tet(A) (NFO12193.0) (KJHHGNDC_00177)
Tetracycline repressor proteln class A from transposon 1721 (KJHHGNDC_00179)
Dlhydropteroate synthase (KJHHGNDC_00186)

Tyrosine recombinase XerC (KJHHGNDC_00182)

Tn3 family transposase TnAs1 (KJHHGWDC_Obi?S)

167 181
166 174 | 176 |178)180 [ 187188
- . -
IMGPR plasmid_2925841146_000001: 157,458-178,719 (+)
10 13 14

IMGPR _plasmid_2703718815_000006: 3,463-13,726 (+)
OqxA_adapt_sub-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit OgxA (NF000272.1) (HONNEPKG_00212)
penta_rpt_QnrVC-NCBIFAM QnrVC family quinolone resistance pentapeptide repeat protein (NFO00421.1) (HONNEPKG_OO226)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QackE (NFO00276.2) (HONNEPKG_00266)
AAC,6p,Ib-NCBIFAMTAAC(é')-I b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (HONNEPKG_00262)
RND_perm_OqgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (HONNEPKG_00213)
macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO‘002541) (HONNEPKG_00234)
AAC_3_IV-NCBIFAM AAC(3)-1V family aminoglycoside N-acetyltransferase (NFO33081.0) (HONNEPKG_OOZéOT
FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FIoR (NFO00219.1) (HONNEPKG_00248)
chloram_CatB- NCBIFAM type B chloramphenlcol O- acetyltransferase—t\TFOOO490 1) (HONNEPKG_00264)
APH_4_la-NCBIFAM amlnoglyc05|de0 phosphotransferase APH(4)-1a (NF000107 2) (HONNEPKG_00258)
Sul1-NCBIFAM sulfonamlde re5|stant d|hydropteroate synthase Sull (NF000294 1) (HONNEPKG_00267)
Sul2-NCBIFAM sulfonamlde re5|stantd|hydr0pteroate synthase Sul2 (NFO00295.1) (HONNEPKG_00252)

rifampin_ARR-NCBIFAM NAD(+)--rifampin ADP-ribosyltransferase (NF033144.1) (HONNEPKG_00265) L
blaOXA-1_like-NCBIFAM OXA-ifamﬂyc‘lassDbeta-lactamase(NF000388,2) (HONNEPKG_00263) blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bec-type (NFO00320.3) (HONNEPKG_00218)
| 3-phenylpropionate-dihydrodiol/cinnamic acid-dihydrodiol dehydrogenase (HONNEPKG_00236)
TH-type transcriptional regulatdr HdfR (HONNEPKG_00249) 156720500_b(eO-NCBIFAM bleomycin binding protein (NFO00027.1) (HONNEPKG_00209)
1S4 family transposase ISAba33 (HONNEPKG_00253) iATP-dependent RecD-like DNA helicase (HONNEPKG_00215)
S4 family transposase ISAba1 (HONNEPKG_00254) ISKra4 family transposase ISKpn19 (HONNEPKG_00228) |
1591 family transposase 1SVsa3 (HONNEPKG_00246) 1S3 family transposase ISEc36 (HONNEPKG_00223)
IsofamllytransposaseISlOOé(HONNEPKG 00245) Vitamin B12 transporter BtuB (HONNEPKG_00220)
hosphoglucosamlne mutase HONNEPKCEO251 Multldrugefflux pumpTap(HONNEPKG 00233) ‘ ‘ ‘
‘ ‘ Tn3fam||ytransposaseTnA53 (HONNEPKG 00243) 1S5 famllytransposaseIS903(HONNEPKG_00219)
1S6 family transposase ISRle7 (HONNEPKG_00257) DNA-invertase hin (HONNEPKG_00227) L
ISéfamlIytransposaseI526 HONNEPKG. 0@68 DNA-invertase hin(HONNEPKG,OO242)‘ Tn3 famllytransposaseTn2(HON‘NE KG_00222)
Tn3fam.lytransposasernAsi(HONNEPkG 00269 237 DNA-invertase hin (HONNEPKG_00229) 1S6 family transposase 1515 (HONNEPKG_00210)
Tnéfamllytransposase(HONNE G_00256) 241 239[ 232 230 224 217 208
270 | | 261259 | T 255 | | \ 250 \ | 247 240[238|235 T 2317 225| 221 216 | 214 211 | 207206
DD

| od
IMGPR_plasmid_2880345022_000001:

84,863-250,945 (’)
SMR_gac_pB8-NCBIFAM Qac-pB8 family quaternary ammonium compound efflux SMR transporter (NFO00148.1) (PPAJFLBC_00069)
OqgxA_adapt_sub-NCBIFAM multldrug efflux RND transporter periplasmic adaptor subunit OgxA (NFO00272.1) (PPAJFLBC_00050)
ANT _3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotldyltransferase AadA3 (NF033127.1) (PPAJFLBC _00070)
ANT_3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotldyltransferase AadA3 (NF033127.1) (PPAJFLBC _00072)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) ( PPATLBC_OOlOl)
AAC_6p_Ib-NCBIFAM AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (PPAJFLBC_00097)
RND_perm_Oq>‘<B-NCB FAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (PPAJFLBC_00049)
AAC_3_IV-NCBIFAM AAC(3) IVfamlIy aminoglycoside N-acetyltransferase (NFO33081.0) (PPAJFLBC 00095) ‘
FIoR‘NCBIFAM chIoramphenlcol/florfen|co| efflux MFS transporter FloR (NFO00219.1) (PPAJFLBC 00083)
‘ FloR-NCBIFAM chloramphenicol/florfenicol efflux MFS transporter FloR (NF000219.1) (PPAJFLBC_00071)
chloram_CatB- NCBIFAM type B chloramphenlcol O-acetyltransferase (NFOOO490 1) (PPAJFLBC_00099)
APH_4_la-NCBIFAM amlnoglyc05|de0 phosphotransferase APH(4)-1a (NF000107 2) (PPAJFLBC_00093)
J ‘ ‘SuIZ NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (PPAJFLBC_00067)
Sul1-NCBIFAM sulfonamide- re5|stant dlhydropteroate synthase SuIl(NF000294 1) (PPAJFLBC_00102) L ‘
Sul2-NCBIFAM sulfonamlde re5|stant dlhydropteroate synthase Sul2 (NFO00295.1) (PPAJFLBC_00087)
rifampin_ARR-| NCBIFAM NAD +)--r|famp|n ADP- nbosyltransferase NF3033144 1) (PPAJFLBC_00100)
blaOXA-1_like- NCBIFAM OXA- ifamlly class D beta-| Iactamase(NFOOOSSS 2) (PPAJFLBC_00098)
mac. _hydro_| EstT-NCBIFAM macrolide hydrolase EstT (NFO41759.1) (PPAJFLBC_00074)
HTH-type transcrlptlonal regulator HdfR (PPAJFLBC_00084) ‘ ‘
1S4 famllytransposase 1SAba33 (PPAJFLBC_00088) Sul1- NCBIFAM sulfonamide—resistant dihydropteroate synthase Sul1 (NFO00294.1) (PPAJFLBC_00057)
IS4 family transposase ISAbat (PPAJFLBC_00089) 3-phenylpropionate-dihydrodiol/cinnamic acid-dihydrodiol déhydrogenase (PPAJFLBC_00064)
‘ 1591’ famlly transposase 1SVsa3 (PPAJFLBC 00081) Am|nog|yc05|de3 phosphotransferase(PPAJFLBC 00060)
hosphoglucosamlne mutase (PPAJFLBC 00086) 15256 famlly transposase 15406 (PPAJFEC 00068) ‘
| | |IS6 family transposase 151006 (PPAJFLBC_00080) 156720500 bleO-NCBIFAM bleomycin binding protein (NFO00027.1) (PPAJFLBC_00053)

S6 family transposase ISRle7 (PPAJFLBC_00092) 56 family transposase 1526 (PPAJFLBC_00062) |
1S6 family transposase 1526 (PPAJFLBC_00104) \ Tyrosine recombinase Xer PPAJFLBC 00075) |$6 famlly transposase 1515 (PPAJFLBC _00054)
106 L \ \ \ Tn3fam||ytransposase TnAsS(PPAJFLBC 00078) n3fam|lytransposase Tn2 (PPAJFLBC_00056)
108 105 Tn3 family transposase (PPAJFLBC_00091)|  DNA-invertase hin (PPAJFLBC _ 00077 58 48
TorT 103 [96 194 | T 9ol | |85 | 8] [79 | 6| |73] 61 59] 251 T4746

| rd -
IMGPR_plasmid_2908954144_000001:36,814-96,716 (-)

OgxA_adapt_sub-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit OgxA (NF000272.1) (HOJGOJCI_00194)
ANT _3pp_AadA3-NCBIFAM ANT(3")-la family aminoglycoside nucleotidyltransferase AadA3 (NF033127.1) (HOJGOJCI_00153)
RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (HOJGOJCI_00195)
AAC_3_IV-NCBIFAM AAC(3)-IV family aminoglycoside N-acetyltransferase (NFO33081.0) (HOJGOJCI_00168)
APH_3pp_lb-NCBIFAM aminoglycoside O-phosphotransferase APH(3")-1b (NFO032895.1) (HOJGOTCI_00146)
APH_3pp_Ib»NCBII?,&M aminoglycoside O»phosphotransferase APH(3")-1b (NFO32895.1) (HOJGOJCI_00160)
APH_6-NCBIFAM APH(6)-1 family aminoglycoside O-phosphotransferase (NF012171.0) (HOJGOJCI_00161)
APH_6-NCBIFAM APH(6)-1 family aminoglycoside O-phosphotransferase (NF012171.0) (HOJGOJCI_00145)
FloR-NCBIFAM chioramphenicol/florfenicol efflux MFS transporter FloR (NFO00219.1) (HOJGOJCI_00172)
APH_4_la-NCBIFAM aminoglycoside O-phosphotransferase APH{4)-la (NFO00107.2) (HOJGOJCI_00166)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (HOJGOJCI_00147) L
‘ T ‘ ‘ blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bcc—type(NFOOOSZO.S)( 0JGOJCI_00182)
linco_LnuF-NCBIFAM lincosamide nucleotidyltransferase Lnu(F) (NFO00119.1) HOJGOJCI 00154 L
tet_MFS_G-NCBIFAM tetracycline efflux MFS transporter Tet(G) (NF012192.0) (HOJGOJCI_ 00142) Sul1:NCBIFAM sulfonamide-resistant dihydropteroate synthase Sull (NF0002 4.1) (HOJGOJCI_00188)
‘ ‘ HTH- -type transcrlptlonal regulator HdfR (HOJGOJCI_00171) (L
Aminoglycoside 3'-phosphotransferase (HOJGOJCI_00162) 156720500_bleO-NCBIFAM bleomycin binding proteln (NF000027.1) (HOJGOJCI_00191)
| 1591 family transposase ISVsa3 (HOJGOJCI_00174) |
Tetracycline repressor protein class A from transposon 1721 (HOJGOJC _00143) 1S6 family transposase 1S1006 (HOJGOJCI_00175)
1S4 family transposase ISVsa5 (HOJGOJCI_00156) Vitamin B12 transporter BtuB (HOJGOJCI_00180)
1S1 family transposase IS1A (HOJGOJCI 00158) |S5 family transposase IS903 (HOJGOJCI_00181)
1S1 family transposase IS1R (HOJGOJCI_00159) | ‘T3 family transposase Tn2 (HOJGOJC_00189)
yrosine recombinase XerC HOJGOJCI 00152) Tn3 famllytransposase TnAs3 (HOJGOJCI 00177)
Tn3 family transposase TnAs1 HOJGOJEI_00140) J ‘ Tn3fam|lytransposase(HOJ 0JCI_00164) DNA-invertase hin (HOJG0JCI'00178)
01.

Beta-lactamase TEM (HOJGOJCI_00148) IS6 family transposase ISRle7 HOJGOJCI_0016$ 183 198
150 157 | 17 | 185187 192 196 ]7199
139 141 | 144 149 [151 155 ]| 163 167169 | | 173| 176 179 184 186 190 | | 193 T197]

_— —
IMGPR _plasmid_2939121850_000001: 118,659-182,608 (+)
OgxA_adapt_sub-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit OgxA (NF000272.1) (OFNFAPOA _00297)
RND_perm?OquB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (OFNFAPOA _00296)
156720500_bleO-NCBIFAM bleomycin binding protein (NFO00027.1) (OFNFAPOA _00300)
156 family transposase 1515 (OFNFAPOA_00301)

299
T 298

295
294293

n |
IMGPR _plasmid_2923360383_000001:250,243-264,328 (-)
ANT_3pp_AadA3-NCBIFAM ANT(3")-1a family aminoglycoside nucleotidyltransferase AadA3 (NFO33127.1) (LHLPFEJI_00157)
tet_protect_M-NCBIFAthietracycIine resistance ribosomal protection protein Tet(M) (NFO12155.1) (LHLPFEJI_00145)
AAC_3_II-NCBIFAM AAC(3)-11 family aminoglycoside N- acetyltransferase (NF033080.0) (LHLPFEJI_00162)
FloR-NCBIFAM chIoramphenlcol/ﬂorfenlcol efflux MFS transporter FloR (NFO00219.1) (LHLPFEJI_00131)
Sul2-NCBIFAM sulfonamide- resistant dihydropteroate synthase Sul2 (NFO00295.1) (LHLPFEJI_00135)
‘ blaﬁN Bce-NCBIFAM PEN family class A beta-lactamase, Bcc-type (NFO00320.3) (LHLPFEJI_00121)
linco_LnuF-NCBIFAM lincosamide nucleotidyltransferase Lnu(F) (NFO00119.1) (LHLPFEJI_00156)
mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NFO41759.1) (LHLPFEJI_00150) ‘
| HTH-type transcriptional regulator HdfR (LHLPFEJI_00132)
1S256 family transposase 1S406 (LHLPFEJI_00146) ‘
Tunicamycin resistance protein (LHLPFEJI_00161) IS4fam|Iy transposase ISAba33 (LHLPFEJI_00136)
1S4 family transposase 15Vsa5 (LHLPFEJI_00163) 1S4 family transposase ISAbal (LHLPFEJI_00137)
| 1530 family transposase ISApl1 (LHLPFEJI_00148) | || ATP-dependent RecD-like DNA helicase (LHLPFEJI_00118)
1530 family transposase ISApI1 (LHLPFEJI_00151) 1S familytransposase 1SVsa3 (LHLPFEJI_00129) L
L Tyrosinereccﬁbl‘nas‘eXer‘C(LHLPFEJl 00147) || L L Vitamin B12 transporter BtuB (LHLPFEJI_00123)
1S6 family transposase 1515 (LHL FEJI_00164 ,L TISéfaml(ytransposase I526(LH PFEJI_00139) ISSfam|Iytransposa'szIS9d3(LHLPFEJI_00122)

Transposon Tn3 resolvase (LHLPFEJI_00153) | Phosphoglucosamine mutase (LHLPFEJI 00134) 1S6 family transposase 1S15 (LHLPFEJI_00117)
Beta-lactamase ﬁM LHLPFEJ|_00152) Tn3 family transposase TnAs3 (LHLPFEJI_00126)
166 158 141 | |  DNA-invertase hin (LHLPFEJI 00125)
168 165 159 144 142 156 family transposase 1S1006 (LHLPFEJI_00128) [120 116
155\ 149 T143[140(138 | | | 133 ] | 130] 127 | |124] | | 119 | T115

Tie77 16 |
KDH-DADH-AD

\MGPR_p\asmid7288§o‘961470?0002: 97,676-149,220(-)
SMR_gac_E-NCBIFAM quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2) (KOENKIPK_00131)
AAC_6p_lb-NCBIFAM AAC(6)-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (KOENKIPK_00135)
macrolide_MphA-NCBIFAM Mph(A) family macrolide 2'-phosphotransferase (NFO00254.1) (KOENKIPK_00157)
AAC_3_IV-NCBIFAM AAC(3)- Vfamlly amlnoglyc05|deN acetyltransferase (NFO33081.0) (KOENKIPK 00137)
chloram_CatB-NCBIFAM type B chloramphenlcol O-acetyltransferase (NFO00490.1) (KOENKIPK_( 00133)
APH_4_la-NCBIFAM amlnoglyc05|de0 phosphotransferase APH(4)-1a (NFO00107.2) (KOENKIPK_ 00139)
Sul1-NCBIFAM sulfonamide-resistant dlhydropteroate synthase Sul1 (NFO00294.1) (KOENKIPK_00130)
Sul2-NCBIFAM sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (KOENKIPK_00147)
\ \ \ Fos_GSH-NCBIFAM fosfomycin resistance glutathione transferase (NFO00496.1) (KOENKIPK_00159)

rifampin_ARR-NCBIFAM NAD(+)--rifampin ADP-ribosyItransferase (NF033144.1) (KOENKIPK_00132) blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bce-type (NFO00320.3) (KOENKIPK_00182)
blaOXA-1_like-NCBIFAM OXA-1 family class D beta-lactamase (NFO00388.2) (KOENKIPK_00134) 151380 family transposase ISEcp1 (KOENKIPK_00178)
154 family transposase ISAba33 (KOENKIPK_00146) IS1 family transposase IS1X2 (KOENKIPK_00180)
1S4 family transposase ISAba1 (KOENKIPK_00145) 1S1 family transposase ISTD (KOENKIPK_00179)
Llssﬁﬁamnytransposase 1SVsa3 (KOENKIPK_00149) PD6 S67 _WP_013220863.1 (KOENKIPK_00190)
hosphoglucosamlne mutase (KOENKIPK_00148) ‘ Tyrosme recombinase XerC (KOENKIPK_00191)

15110 family transposase 15075 (KOENKIPK_00128) | T | Multidrug efflux pump Tap (KOENKIPK_00156) Chaperone protein DnaJ (KOENKIPK_00187)

[l ] 4I56 family transposase |S1006 (KOENKIPK OOTA Colicin la (VF1183) (KOENKIPK_00168) Protein UmuC (KOENKIPK_00200)
1S5 family transposase 1S903 (| NKIPK_00119) Tn3 family transposase TnAs3 (KOENKIPK_00152 175 184 Protein UmuC (KOENKIPK_00201)

125 Tn3 family transposase KoENKIPk 00142 | 170 176 185 193
123 126 | | 141 153 155 160162 165 169172 174 1831 188 194 19
124127 |129 136138 140] 144 151 T 1547 158|161 163 164 166 167 T171173] 177 | |18 T|18¢ | 189 192[[195196] 204

L L ] - |
IMGPR_plasmid_2687453163_000001: 105,243-170,053 (+)
1S5 famlly transposase ISKpn26 (MNEOAFMG_00316)
1S1 famlly transposase ISIR (MNEOAFMG_00318)

311313 | 319
313 317]320

IMGPR _plasmid 2718217853 000002: 276,471-284,848 (+)
IS5 famlly transposase ISKpn26 (DJGLHNCN_00150)
151 family transposase IS1R (DJGLHNCN_00148)
147
149] 146

IMGPR _plasmid_2600254962_000002: 131,885-142,171 (-)
IS5 family transposase ISKpn26 (PFOGDDFD_00168)
1S5 famlly transposase ISKpn26 (PFOGDDFD_00169)
1S1 famlly transposase IS1IR (PFOGDDFD_00172)
171
170 173

IMGPR _plasmid_2842975310_000004: 153,294-162,772 (+)
IS5 famlly transposase ISKpn26 (KLNOLLAC_00196)
IS1 famlly transposase IS1R (KLNOLLAC_00199)

198

197 200

IMGPR _plasmid 2585427623 000001: 176,658-185,035 (+)
IS5 family transposase ISKpn26 (BBNGJCOD_00096)

98

9jl51 family transposase IS1IR (BBNGJCOD_00099)

IMGPR _plasmid 2851679573 _000002: 77,805-86,182 (+)
IS5 famlly transposase ISKpn26 (DNNDLJNN_00221)
IS1 famlly transposase 1S1D (DNNDLJNN_00224)
1S1 famlly transposase IS1R (DNNDLJNN_00223)
223 225

IMGPR_plasmid_2872092312_000001: 186,516-194,893 (+)
IS5 famlly transposase ISKpn26 (FGNFNLHH_00136)
1S1 famlly transposase 1S1D (FGNFNLHH_00140)
1S1 famlly transposase IS1R (FGNFNLHH_00139)
138
137

141

IMGPR_plasmid 2851024003 _000001: 108,635-117,012 (+)
IS5 famlly transposase ISKpn26 (GAOIKDAP_00306)
151 family transposase IS1R (GAOIKDAP_00304)

3Q§J51 family transposase 1S1D (GAOIKDAP_00303)

IMGPR plasmid_2869866812_000002: 269,828-278,205 (-)
1S5 family transposase ISKpn26 (FDKDOHJO_00165)
T 1S1 family transposase IS1R (FDKDOHJO_00163)
164

IMGPR_plasmid_2773857903_.000003: 147,655-156,032 (-)

IS5 family transposase ISKpn26 (MGLFIKMD_00148)
ISlTamin transposase I1S1D (MGLFIKMD_00145)
146| 144
147| T 143

IMGPR plasmid_2602041561 000001: 131,885-140,692 (-)
1S5 family transposase ISKpn26 (APPKFENC_00167)

168 171
169(1 173
|170 172 174

IMGPR_plasmid_2874865495_000001: 147,003-161,089 (+)
1S5 family transposase ISKpn26 (KBFLEHJD_00124)

123

122 119

|21 120 T118

IMGPR_plasmid_2531839665_000003: 103,031-117,116 (-)
IS5 family transposase ISKpn26 (JJBLBIJN_00301)
299 296
298 294
300297 295 293292

IMGPR _plasmid_2886107907_000002: 251,583-267,577 (-)
1S5 family transposase ISKpn26 (NJJHAEPF_00193)
195 198
196 200
194197 199  [201

IMGPR plasmid 2909216862 000001: 176,799-190,885 (+)
IS5 family transposase ISKpn26 (HFHECAIJ_00256)
1S1 family transposase IS1R (HFHECAIJ_00248)
254
253 250 247
255252 251  249]246

IMGPR plasmid _2869861177_000003: 225,851-240,714 (-)
IS5 family transposase ISKpn26 (HJAEJOAM_00012)
Is1 family transposase IS1R (HJAEJOAM_00020)
14
13 18 | 22
fliste 17 T192d

IMGPR plasmid 2848626167 000001: 4,905-19,768 (+)
185
183 184  [186187

IMGPR_plasmid_641210403_000001: 164,143-177,735 (+)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bcc-type (NFO00320.3) (DEKJGKII_00262)
IS5 family transposase ISKpn26 (DEKJGKII_00252)
Tyrosine recombinase XerC (DEKJGKII_00257)
Tn3 family transposase ISPsy42 (DEKJGKII_00258)
254 151182 family transposase ISKpné (DEKJGKII_00263)
256 | é 151 family transposase IS1R (DEKJGKII_00268)

53 l DrmD_00013 DrmD (DEKJGKII_00260) 266

| T255 | | 259 2§1\ | 264 265 267 269

IMGPR_plasmid_2874854922_ 000001 217,412-242,286 (+)
blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bec-type (NFO00320.3) (PNBJFAGK_00264)
IS5 family transposase ISKpn26 (PNBJ FEK_00254)
Tyrosmerecomblnase XerC (PNBJFAGK 00259)
Tn3 family transposase ISPsy42 (PNBJFAGK 00260)

256 151182 family transposase ISKpné (PNBJFAGK_00265)

258 ‘ IS1fa family transposase IS1R (PNBJFAGK_00270)
255 lDrmD 00013 DrmD(PNBJFAGK 00262) 268 271
| T257 | | 261263 | 266 267 269]272

IMGPR _plasmid_2874860209 00051'2-19 862-244,736 (+)
blaPEN-Bcc-NCBIFAM PEN family cIassAbeta lactamase, Bcc-type (NFO00320.3) (EDJGFFOJ_00218)
151182 family transposase ISKpné (EDJGFFOJ_00217)
IS5 family transposase ISKpn26 (EDJGFFOJ_00228)
‘ ISifamin transposase IS1R (EDJGFFOJ_00212)
Tyrosine recombinase XerC (EDJGFFOJ_00223)
Tn3 family transposase ISPsy42 (EDJGFFOJ' 00222)
|226 DrmD_00013 DrmD (EBJGFFOJ_00220)
227224
| T225

214
221219] | 216 215 213211

\MGPR_p\asmid42571042202_000(51:?97,640—222,514 (-)

blaPEN-Bcc-NCBIFAM PEN family class A beta-lactamase, Bcc-type (NFO00320.3) (DEDFPLOA_00251)
151182 family transpo?else ISKpné (DEDFPLOA_00250)

IS5 famlly transposase ISKpn26 (DEDFPLOA 00261)

Tyrosme recomblnase XerC (DEDFPLOA 00256

Tn3 family transposase ISPsy42 (DEDFPLOA_00255)

259 ISl‘famin transposase IS1R (DEDFPLOA_00245)
260257 253 247 244
| T258 254252 | 249 248  244] 243

\MGPR_p\asmid725685264077000002:2-14,3477241,130 (-)
IS5 family transposase ISKpn26 (COPAFNDJ_00126)
128 131
129 133
127130 132 [134

IMGPR_plasmid_2791355276_000001: 96,932-107,720 (+)
1S5 family transposase ISKpn26 (JGLGGDCH_00196)
Serine recombinase PinR (JGLGGDCH_00189)
Tn3 family tran%osase (JGLGGDCH_00188)

194 191
193 186
195192 190 1871 185

IMGPR plasmid 2859691592 _000001: 170,276-184,733 (-)
1S5 family transposase ISKpn26 (JODNCOPA_00005)

3
421

IMGPR _plasmid_2579778609_000004: 164-4,924 (-)
IS5 family transposase ISKpn26 (HFACLOEI_00320)
322
321 324
| [323

IMGPR plasmid_2579778971_000005: 284,058-288,818 (+)
IS5 famlly transposase ISKpn26 (PBHCBGDA_00358)
Tyrosine e recombinase XerC (PBHCBGDA_00363)

360
359362 | 364
| Ts6T | Ta365

IMGPR_plasmid_2571042653_000002: 312,420-320,040 (+)
224 222
223 221 220

IMGPR _plasmid_3300044458 000005: 196,233-207,251 (-)
100
99 101 102 103

IMGPR_plasmid_3300048926_000043: 79,866-90,925 (+)
88 86
s089] 87 |85

IMGPR_plasmid_3300048925_000039: 66,663-79,620 ()
73 65
74172 68 67 66 |64

IMGPR_plasmid 2751185932 000003: 48,266-62,287 (-)
163
164 [162

IMGPR_plasmid_3300011569_000001: 149,808-162,375 (-)
[ 20000 nt i
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




