vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (MDFHPEMC_00039)
Vitamin B12 import ATP-binding protein BtuD (MDFHPEMC_00041)
Retron_VI_HTH (MDFHPEMC_00037)
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IMGPR_plasmid_3300014548_000023: 193-8,263 (-)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (PAMHNAAM_00036)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NFO33091.0) (PAMHNAAM_00037)
mads_8 (PAMHNAAM_00038)
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IMGPR_plasmid_3300029362_000086: 30,822-41,943 (+)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CPCOOJNO_00037)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NFO033091.0) (CPCOOJNO_00038)
MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (CPCOOJNO_00033)
HitABC (VF0268) (CPCOOJNO_00035)
HTH-type transcriptional activator RhaS (CPCOOJNO_00030) 31 32 34 36
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IMGPR_plasmid_3300030249_000010: 28,801-44,132 (+)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (NGHHGIGG_00035)
HTH-type transcriptional activator RhaS (NGHHGIGG_00032) 33 34 36 HitABC (VF0268) (NGHHGIGG_00037)
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HTH-type transcriptional activator RhaS (GLOIFEFB_00039) 40 41
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IMGPR_plasmid_3300029532_000070:40,188-48,289 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (BNJBKNFD_00036)
Bacitracin transport ATP-binding protein BcrA (BNJBKNFD_00037)
Bacitracin transport permease protein BcrB (BNJBKNFD_00039)
Adaptive-response sensory-kinase SasA (BNJBKNFD_00035) \ 38 40 41 42
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